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FIEEIN 1st 2nd 3rd 4th Sth
SampleA 50 6.20601 6.05636 6.01132 6.26359 6.19984
SampleB 100 14.3831 13.3241 13.5208 14.46 13.5485
SampleC 50 6.4407 6.24184 6.25614 6.06868 5.80058
SampleD 50 7.03583 6.66416 6.58243 7.21845 6.71471
SampleE 50 8.09377 9.49015 7.58242 7.28382 7.39043
SampleF 150 31.4241 35.4833 29.0905 29.8397 29.3869
SampleG 80 14.33565 9.08623 7.77555 9.89433 9.25398
SampleH 150 18.2601 26.7773 49.069 27.5573 26.5921
Samplel 50 7.01303 7.02014 6.65297 6.60785 5.97588
SampleK 100 14.3983 14.8602 22.5646 13.1763 13.3188




