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Blast cells in acute megakaryoblastic leukaemia with Down
syndrome are characterized by low CLEC12A expression

Acute myeloid leukaemia (AML) is a genetically and clini-

cally heterogeneous disease, characterized by expansion of

undifferentiated myeloid precursor cells.1 Despite an

increased understanding of the biology and therapeutic

advances, the outcomes of AML patients remain unsatisfac-

tory. Leukaemic cells express different antigens depending on

their origin and their degree of maturation.2 Immunopheno-

typic assessment using flow cytometry (FCM) is essential in

both diagnosis and disease monitoring.3 Detection of mini-

mal residual disease (MRD) determined by FCM during

treatment is associated with AML prognosis4 and the identifi-

cation and characterization of cell-type-specific antigens is

also essential for immunotherapy.2 However, the similarity in

immunophenotype of normal and leukaemic cells hinders

the identification and characterization of leukaemic cells, and

therefore, reliable antigen markers are required.

A recent paper identified significant findings related to the

effectiveness of the C-type lectin domain family 12 member

A (CLEC12A) (also named hMICL and CLL-1) antibody–
drug conjugate (ADC) in AML.5 According to that study,

expression of CLEC12A is consistent across different types of

AML, and CLEC12A-ADC can be an effective treatment.

However, most AML samples examined in the study were

classified as French–American–British (FAB) subtype M1,

M2, M4 or M5, and information on other subtypes is lack-

ing. Although several groups have reported that the majority
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