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X 1. Z ESLRBEOSEATE X CEERRMEI SR Sz, extended-spectrum B-lactamase FE4E Enterobacterales D A Bk %k

WW : JekEsRER, Clin : BRI BERR
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XK 2. ZELRBEDOEEKRT R X OEEKRBRED LR S L7z extended-spectrum B-lactamase EE4A
Escherichia coli Rk D5y F RGIRHT & BAIMMERE ST T2 7 7 AV

ESBL
AmpC
Other B-lactamase
QLs
AGs
MLs
TCs
Sulfametoxazole
Trimethoprim
QAC
hydrogen peroxide

]
£
=
o
&
E
2
)
=
3]

ID [Source Date ST

qepA4
gnrS1
aac(3)-lla
aac(3)-1ld
aac(6')-Ib-cr
sitABCD

blacrx.m.2

G191 WW 2023 | Dec | 648
6770 | Stool 2024 Mar | 38
G285 Ww 2024 Mar | 38
G152| WW 2023 Nov| 38
~G281| WW 2024 Mar | 38
G121| WW |2023| Oct | 69 |
G46 | WW 2023 | Aug | 69
G248 WW | 2024 Feb | 70 |
6763 | Urin 2024 | Jan | 58
G78 | WW 2023 | Sep | 1147
G127 ww 2023 oct | 2792 | |
r 6755 | Urin 2023 Jun | 998
[t G282| WW 2024 | Mar | 95
6760 VS 2023 Nov| 550
G246/ WW 2024 | Feb | 1193
G89 | WW 2023 Sep | 1193
6751‘ Urin 2023 | Jun | 131
([G83 | WW 2023 Sep | 131
G255 WW 2024 Feb | 131
\ 6765 Stool 2024 Jan | 131
G196 WW 2023 | Dec | 131 | |
1G29 | ww 2023 Jul | 131
6761 | Stool 2023 | Dec | 131
|/G339| WW 2024 May | 131
6769 | Urin 2024 Feb | 131
6754‘ Urin 2023 Jun | 131
6771 Urin 2024| Jun | 131
6768 | Stool 2024 | Feb | 131 |
6758  Stool 2023 Sep | 131 |
G161 WW 2023 | Nov | 131
6756 | Stool 2023 Aug [*17226
6752| Urin 2023 Jun | 131 |
G114| WW 2023 Oct | 131
6764 Urin 2024 | Jan | 131
6753 Urin 2023 Jun | 131
6762 | Urin 2024 | Jan | 131 |
GS3 | WW 2023 | Aug | 131
6757 Urin 2023 Sep | 131
G309 WW 2024 Apr | 131

I

0.1

R — N —% 0.1 EEEH T F T,
* BRI RMES B,
WW : BEKHSRER, VS : BBowY
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level2-J& B HE7K

KUHp-EC-250116 KUHp-ED-250116 KUHp-WC-250116
B k__Bacteria;p__Proteobacteria B k__Bacteria;p__Bacteroidetes W k__Bacteria;p__Actinobacteria
B k__Bacteria;p__Spirochaetes B k__Bacteria;p__Cyanobacteria B k__Bacteria;p__Verrucomicrobia
W k__Bacteria;p__Planctomycetes W k__Bacteria;p__Tenericutes W k__Bacteria;p__Acidobacteria
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KUHp-WD-250116
| k__Bacteria;p__Firmicutes
B k__Bacteria;p__Fusobacteria
W k_ Bacteria;p__OD1
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JRBElE C : kel C & v 7 Pk T DRE., el D : JwBela D # v 7 Pk ORE, Rkt
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X 6. WHANOREY TV U ITHER

leveld- X 7 7
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80%
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10%
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HP-Sb-250116-Eb HP-Sb-250116-El HP-Sb-250116-NC HP-Sb-250116-PC HP-Sb-250116-SS HP-Sb-250116-Wd HP-Sb-250116-Wf

W k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales W k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Pseudomonadales
H k__Bacteria;p__Proteobacteria;c__Gammaproteobacteria;o__Enterobacteriales B k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales

W k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Rhodocyclales W k__Bacteria;p__Nitrospirae;c__Nitrospira;o__Nitrospirales

B k__Bacteria;p__Bacteroidetes;c__[Saprospirae];o__[Saprospirales] B k__Bacteria;p__Proteobacteria;c__Deltaproteobacteria;o__Myxococcales
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K7 XRvE2—D7a—Fx—F

|Articles identified through PubMed database, n=474

A4

Review articles (n=24)
Meta-analysis (n=1),
Articles without abstract available (n=8)

‘Articles screened, n=441

—
—_—

A 4

Articles focused on microbial strain analysis (n=54)

Articles investigating AMR in non-hospital wastewater (n=52)

Articles investigating viruses, microplastics, mobile genetic elements,
bacteriophages unrelated to AMR (n=32)
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AMR: FEHF|ittE (Antimicrobial resistance)
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