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LEE B ORRIZ OV TR R 72 WGS
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Wi EDRFI AT 2, Elo. T 7' m 7' Z
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0111, 0103, 0121, 0145, 091, 0165) 735
WH I EMNDL, KAFFETIEX 0157, 026,
0111,0103 5 L TN 0121 DFF 20 FHl, 102
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179 L7220, +5hT—2 &N G LT
(£ 2), 7477V —ff%xy M
Native Barcoding Kit Z W\ 72 855121%, 1
¥ed7a—8C 15 RO 21T - 7=,
ZTORER, T RBITEAZEIV LS
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EIZE o T, L0 EERZRME AT ON
HEBEZLND,

FEMT SR IZ OV TR, EASKMFICE D
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oo FTEIRERNITZ 40K 1 R;[# (Rapid)
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1. 2022 BLU 2023 £F( 5 R DD EEENTz EHEC SRR S HHFEE LUARAZT
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0157 20 10

026 8 4

0111 3 3

0103 3 2

0121 1 1

0145 1 0

0172 1 0
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05 1 0
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15
DNA i 475U 454 PREX J-RE Coverage
(kb) (7—9£)
MagMAX  Rapid —ARE s 48 9.9 179
MagMAX  Native FRI-JAMDDD 15 3.8 313
DNeasy Rapid —fi%#Y/: DNA i, 15 6.0 268




