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A

ETS; external transcribed spacer

rDNA unit

S

455 I.II'I-IRNA (13000 bp)

ITS; internal transcribed spacers
IGS; intergenic spacer
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	図1. 化学物質の曝露から遺伝毒性発現まで
	図2.クロマチン免疫沈降法及び定量的PCRを用いたDNA損傷応答解析



