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1
Table 1. Patient characeristics

N

Transplanted year

1996 - 2004 1,578

2005 - 2009 2,684

2010 -2014 4,190

20152019 5,050
Patienl age

0 - 88 yearsold (med. 44) 13,502
Sex combination ( Donor lo recipient)

Male to Male 3,163

Female Lo Female 2,207

Male to Female 3,529

Female Lo Male 2,721

missing 1,882
Disease

Acule myeloblastic leukemia 5852

Acute lymphoblaslic leukemia 2,486

Myelo-dysplaslic disorder 1,370

Other hematological mailgnancy 2,842

Other hematological disease 952
Leukemia status*™

Standard 4,428

Advanced 5.527

NA 3.547
HCTCI score

0 6,519

1.2 2,606

311 1,931

NA 2,446
Conditioning

Myeloablative conditioning 8178

Reduced inlencily conditioning 5275

NA 49
GVHD prophylaxis

Cyclosporin-based 4,197

Tacrolimus-based 9,045

NA 260

**Standard: AML 1CR/2CR, ALL 1CR, CML 1CP, MDS RA/RARS
** Advanced: all others



3 2 Overall survival rate by disease and its stage in 2015 — 2019

Survivor Function

disease  age (yo) N 1 year 3 year 5 year
AML /1CR 2CR
0 82 0.949 0.676 0.676
15 216 0.861 0.778 0.778
40 460 0.753 0.656 0.635
60 365 0.683 0.570 0.490
AML/more advanced stage
0 52 0.563 0.334 0.100
15 153 0.644 0.417 0.372
40 435 0.476 0.339 0.283
60 536 0.401 0.262 0.240
ALL /1CR
0 81 0.869 0.838 0.802
15 130 0.909 0.875 0.875
40 189 0.773 0.665 0.630
60 91 0.761 0.623 0.592
ALL /more advanced stage
0 105 0.785 0.681 0.681
15 84 0.615 0.452 0.310
40 87 0.499 0.310
60 52 0.441 0.249
MDS/RA RAS
0 6 0.833 0.833
15 16 0.933 0.840 0.840
40 65 0.688 0.624 0.624
60 98 0.590 0.445 0.408
MDS/more advanced stage
0 10 0.778 0.778 0.778
15 21 0.695 0.573
40 135 0.669 0.522 0.522

60 216 0.552 0.429 0.320




®3.
Neut. 500/cmm CD34+ cell’lkg and CFU-GM/kg are independent risk factors, but not TNC/kg :

Interaction analysis

Interaction analysis Interaction analysis
N SHR  [95% C.l.] P N SHR 5% C.l.] P
TNC/kg x 10E7 CD34/kg x 10E5
0.1- 978 1 0.1 - 1,574 1
20- 3718 1.01 0.93 109 0.861 0.5- 3,073 1.23 1.15 1.31 0.000
2.5- | 3,050 ]|1.04 | 0.95 | 1.13 | 0.413 0.75- 2,731 1.29 1.19 1.40 0.000
3.0- 2,83 1.03 0.93 1.14 0.534 10- 2862 | 1.43 |1.28 | 1.60 | 0.000
40- 1,176 0.92 0.79 1.06 0.262 15- | 1105 | 1.6 [1.23 | 173 |0.000

6.0 - 20.0] 1,046 | 0.79 | 0.64 | 0.97 | 0.028 2.0-15.C 1,365 1.49 1.18 1.89 0.001

CD34/kg x 10E5

CFU-GM/kg x 10E3
0.1 - 1,574 1

1- 760 1
0.5 - 3,073 1.30 1.22 1.38 0.000
10 - 3,012 1.24 1.13 1.35 0.000
0.75 - 2,731 1.43 1.33 1.54 0.000 20 3102 1.32 [1.21 | .48 | 0.000
1.0 - 2,862 1.57 1.44 1.72 0.000 B ’ : - - -
15- 1,105 1.70 1.49 1.94 0.000 30 - 1,883 1.44 1.26 1.64 0.000
40 - 1,535 1.37 1.14 1.65 0.001

2.0-15.0 1,365 1.80 1.49 2.16 0.000

60 - 160 1,017 1.46 1.11 1.91 0.007

Interaction 1.02 1.00 1.03 0.013
Interaction 1.01 0.99 1.03 0.314
Interaction analysis
N SHR [95% C.I.] P

TNC/kg x 10E7

0.1 - 978 1

2.0 - 3,718 0.99 0.92 1.07 0.837

2.5 - 3,050 1.00 0.92 1.10 0.933

3.0 - 2,836 0.99 0.89 1.11 0.889

4.0 - 1,176 0.93 0.80 1.09 0.365

6.0-20.0 1,046 0.82 0.66 1.01 0.067
CFU-GM/kg x 10E3

1- 760 1

10 - 3,012 1.26 1.16 1.38 0.000
20 - 3,102 1.45 1.32 1.59 0.000
30 - 1,883 1.63 1.46 1.82  0.000
40 - 1,535 1.61 1.39 1.85 0.000

60 -160 1,017 1.80 1.47 2.21 0.000

Interaction 1.02 1.00 1.03 0.019
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X 1

Multivariate analysis for hazard ratio of transplant outcomes by clinical factors
Mortality Engraftment Leukemia  Acute GVHD Chronic GVHD

Clinical factor Bases Grouping Neutro.>500/ | relapse (ll-1V degree)
Transplanted year 2005-2009 4 group Ol —~01 - - -
Patient age 0-14y.o. 5 group o1 O1~01 - - o1
Disease AML ALL - o1 Ol - -
Leukemia status ~ Standard Advanced o1 Ol o1 - -
HCTC score Low 3 group o1 (©N) (eN - -
GVHD prophylaxis CSP TAC Ol o1 - ©N) o1

. MAC RIC - - - - ol
Conditioning

TBI non-TBI ol - - Ol -

Sex combination Male to Male 4 group —~0| —/01/0/| - Ol~0| -
ABO matching minor major - —~01 - - -
CD34/kg no. 0.1 -0.5 (x10E5) 6 group Ol o1 - - -
CFU-GM/kg no. 6 group - o1 - - -
HLA mismatch no. 0 mismatch 9 group —* O1* Ol ~0O|** —~O ¥ —~(1 ¥

© P<0.01 O P<0.05 —n.s. T higher hazard ratio than bases | lower hazard ration than bases
*HVG &/or GVH direction ** HVG direction *** GVH direction
Detailed data were shown in the Supplemental table 1.
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X3 HLA-A, B, C, DRB1 allele mismatch number and clinical outcome

Overall survival Engraftment Relapse (AML, ALL, MDS)
N HR 95% C.1. p N HR 95% C.I. p N HR 95% C.I. p
HLA-A, B, C, DRBI allele mismatch number
0-1 1,007 098 0.89 1.08 0670 1,335 120 1.12 1.29 0.000 831 1.27 1.10 1.46 0.001
2 1.285 094 086 1.03 0.189 1,458 1.05 098 1.13 0.136 1,046 0.96 0.83 1.11 0616
3 2,669 1.00 2,483 1.00 1,823 1.00
4 1,967 0.93 086 1.01 0.091 1,780 0.99 0.92 1.06  0.706 1,330 0.95 083 1.08 0.420
5-8 1,705 0.96 083 1.04 0.318 1,485 0.97 091 1.04  0.379 1,128 090 0.78 1.03 0.126
A-GVHD (Il - 1V) A-GVHD (Il - IV) C-GVHD
N HR 15% C.1. p HR 35% C.I. p N HR 35% C.I. p
0-1 1261 0.73 064 083 0.000 051 040 066 0.000 980 0.77 0.65 092 0.004
2 1,487 0.98 0.88 1.09 0.667 095 078 1.14 0.554 1,133 092 0.79 1.07 0.301
3 2,503 1.00 1.00 1,845 1.00
4 1,800 1.03 094 1.14 0.504 095 080 1.14 0593 1,325 1.03 090 1.18 0.690
5-8 1464 1.09 098 121 0.102 1.08 050 1.29 0392 1,062 1.15 1.00 1.33 0.050
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