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# 1 LQTS (Schwartz) score 51> # 8 D%

Low Intermediate  definite Trend P Fo 4

B 49 (11%) 178 (39%) 227 (50%) 454
Bz 3712 101/77 125/102 263/191
ZWRHER (%) 10.1£3.4 10.8£3.6 10.7+4.1 0.50 10.1+3.8
P QTe(B) fE (ms) 44119 46319 489+25™"  <0.001 472428
W QTe(F) fE (ms) 43322 448+21"" 47029 <0.001 45628
LQTS DFHEE 9 (18%) 13(7%) 39 (26%)""  <0.001 81 (18%)
Drop out ¥ (57) 26(53%)  69(39%)  71(31%)  0.007 166 (37%)
B (5B 4.0£3.4 43531 7.0£57%F <0001 5.6x4.7

R ERRRAT 1L By AT, R EES 1T Tukey's test (12K~ 72, FEETER OB LH
BlzdHALOIZmR LT (% P<0.05, ***: P<0.001),
#%; LQTS, long QT syndrome; QTe(B), corrected QT interval by Bazett formula; QTe(F),

corrected QT interval by Bazett formula.

#¢ 2 High probability of LQTS #8052 HHEE 251 o> Feis

Lo SEPREE FEEDREE  Zoft Trend P Total
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< Tz (##2P<0,001, **P<0.01, *P<0.05),
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