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& 1. EATHEEENE STEC OX18

Stx subtype:

Strain Isolated year Symptons or sourcet H genotype Phylogenetic group MLST

Stx1 stx2
JNE101081 2010 BD H34 E 9185 1a -
IJNE130471 NA* Swine H34 E 9185 1a -
JNE130573 2012 D H19 B1 205 - 2a
JNE133347 2012 AC H2 B1 9397 - 2e
JNE150598 2015 BD H19 B1 205 - 2a
JNE151350 2015 AC H19 B1 205 - 2d
JNE170426 2017 HUS, death H2 B1 847 - 2a
JNE180342 2018 AC H8 B1 Novel 1la 2d
JNE181771 2018 HUS H19 B1 205 - 2a
IJNE182474 2018 BD H19 B1 205 - 2a
JNE182523 NA NA H19 B1 205 - 2a
JNE191031 2019 BD H19 B1 205 - 2a
JNE192124 2019 AC H19 B1 205 - 2a
JNE192333 2019 AC H28 B1 1056 1d -
A140161 2010 Cattle H19 B1 205 - 2a
A140164 2010 Cattle H19 B1 205 - 2a
A140165 2010 Cattle H19 B1 205 - 2a
A140286 2012 Cattle H19 B1 205 - 2a
A140453 2010 Cattle H19 B1 Novel 1la 2a
A140462 2010 Cattle H19 B1 205 1a -
A140486 2014 Cattle H19 B1 205 - 2ax2
A150011 2014 Cattle H19 B1 205 - 2ax2
A150026 2014 Cattle H19 B1 205 - 2ax2
A150037 2015 Cattle H19 B1 205 - 2ax2
A150038 2015 Cattle H19 B1 205 - 2ax2
A150039 2015 Cattle H19 B1 205 - 2ax2

*NA, not available.
T BD, bloody diarrhea; D, diarrhea; AC, asymptomatic carrier; HUS, hemolytic uremic syndrome; NA, not available.

¥ -, not detected; 2ax2, two copies of stx2a were detected.
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1. cgSNP ZAVWEERAERIE
STEC OX18 D#k&ZARF T/RI . OX18 LSO KRIZH(COWVTIE, MiEELL pathotype &
ZHYIRITRYS . STEC OX18 [CBWTIE. in silico fEMTICES H BY, stx B, BLUHE (k
NDIZE(FAEIR) ZRFEIARICKT . AC, asymptomatic carrier; BD, bloody

diarrhea; D, diarrhea; HUS, hemolytic uremic syndrome,

H type | |stx1 Symptom/Source
m H2 1a AC
= H8 1d BD
m H19 | |stx2 Cattle
m H28 || = 2a D
m H34 2ax2 m HUS
2d Swine
m 2e
0.007
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H type stx1

Sympton/

stx2 Source
A150037
A140486
A150026
A150038
A150011
A150039
INE192124
JNE191031
JNE130573
JNE182523
JNE150598

B INE181771
JNE151350
A140165
A140161
A140164
A140286
INE182474
A140462
A140453
JNE192333

[T 1NE170426
[

JINE133347

2009EL-2071 (0104:H4, Stx-EAEC)

11368
11128
12009
JNE180342
H10407
MG1655
I-151

Sakai

042
UMNO26
JNE130471
JNE101081
588
APEC_O1
LF82

536
E2348-69
IAI39

(026:H11, STEC)
(0111:H8, STEC)
(0103:H2, STEC)

(078:H11, ETEC)
(016:H48, Commensal)
(0174:H46, STEC)
(0157:H7, STEC)
(044:H18, EAEC)
(017:H18, ExPEC)

(045:H7, EXPEC)
(01:H7, APEC)
(083:H1, AIEC)
(06:H31, UPEC)
(0127:Hs, EPEC)
(07:H45, UPEC)



