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% 3. B-lactamase negative ampicillin resistant

(BLNAR) HEi# & & U B -lactamase F#IH H 1% £1
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2013 3 0 (0%) 0 (0%)
2014 18 6 (33%) 1 (6%)
2015 23 8 (35%) 1 (4%)
2016 31 6 (19%) 3 (10%)
2017 52 14 (27%) 8 (15%)
2018 76 16 (21%) 8 (11%)
2019 79 24 (30%) 15 (19%)
2020 9 5 (56%) 2 (22%)
it 291 79(27%) 38 (13%)
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