R

IR OTUTICET 2 —RR LA T D b

FH KA

WA B (BRI

=
=

SR
o

HifRkEA

Hifih

HRRAE

L

HERE

FeAA KA

LA A RV

FEFGE

AR

Ieda D, Negishi
Y, Miyamoto
T, Johmura Y,
Kumamoto N,
Kato K, Miyosh
i I, Nakanishi
M, Ugawa S, O
ishi H, Saitoh
S

Two mouse models ¢
arrying truncating m
utations in Magel2 s
how distinct phenoty
pes.

PLoS One

e0237814

2020

Miyake N, Hey
dari S, Garshas
bi M, Saitoh S,
Nasiri J, Hama
naka K, Takata
A, Matsumoto
N, Beheshti F
H, Chaleshtori
ARS.

The identification of
two pathogenic varia
nts in a family with
mild and severe for
ms of developmental
delay.

J Hum Gene

t

Epub ahea
d of print

2020

Hara-Isono K,
Matsubara K, F
uke T, Yamaza
wa K, Satou K,
Murakami N,
Saitoh S, Naka
bayashi K, Hat
a K, Ogata T,
Fukami M, Kag
ami M.

Genome-wide methyl
ation analysis in Sil
ver-Russell syndrom
e, Temple syndrome,
and Prader-Willi syn
drome.

Clin Epigene

tics

159

2020

Ohashi K, Fuku
hara S, Miyachi
T, Asai T, Ima
eda M, Goto M,
Kurokawa Y,
Anzai T, Tsuru
saki Y, Miyake
N, Matsumoto
N, Yamagata T,

Saitoh S.

Comprehensive Gene
tic Analysis of Non-g
yndromic Autism Sp
ectrum Disorder in
Clinical Settings.

J Autism De

v Disord

Epub ahea
d of print

2021

14




