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ABSTRACT

Background: To provide a better healthcare system for patients with mitochondrial diseases, it is important to understand the
basic epidemiology of these conditions, including the number of patients affected. However, little information about them has

appeared in Japan to date.

Methods: To gather data of patients with mitochondrial diseases, we estimated the number of patients with mitochondrial
diseases from April 2018 through March 2019 using a national Japanese health care claims database, the National Database
(NDB). Further, we calculated the prevalence of patients, and sex ratio, age class, and geographical distribution.

Results: From April 2018 through March 2019, the number of patients with mitochondrial diseases was 3,629, and the
prevalence was 2.9 (95% confidence interval [CI], 2.8-3.0) per 100,000 general population. The ratio of females and males was
53 to 47, and the most frequent age class was 40—49 years old. Tokyo had the greatest number of patients with mitochondrial
diseases, at 477, whereas Yamanashi had the fewest, at 13. Kagoshima had the highest prevalence of patients with mitochondrial
diseases, 8.4 (95% CI, 7.1-10.0) per 100,000 population, whereas Yamanashi had the lowest, 1.6 (95% CI, 0.8-2.7).

Conclusion: The number of patients with mitochondrial diseases estimated by this study, 3,269, was more than double that
indicated by the Japanese government. This result may imply that about half of all patients are overlooked for reasons such as
low severity of illness, suggesting that the Japanese healthcare system needs to provide additional support for these patients.
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INTRODUCTION

Mitochondrial diseases are caused by nuclear or mitochondrial
DNA mutations, and patients vary in age of onset, sex, race,
affected organ, severity, and prognosis.!> While mitochondrial
diseases were long thought to be rare, recent reports*'® have
suggested that the prevalence of patients in the general population
is higher than originally thought. For example, prevalence is 23
per 100,000 general adult population in the northeast of England®
and 5.7 per 100,000 general adult population in Spain.'> While
there are few reports of mitochondrial diseases in Japan,'”'® a
questionnaire study reported a prevalence of 0.18 per 100,000
general population.!® However, this study was limited to
mitochondrial myopathy, encephalopathy, lactic acidosis, and
stroke-like episodes (MELAS), which comprise only a proportion
of mitochondrial diseases. Thus, the prevalence of overall
mitochondrial diseases in Japan remains unclear.

In Japan, mitochondrial disease was recognized as an
intractable disease under the designation of the Japanese Ministry
of Health, Labor, and Welfare (MHLW) in 2009, which brought

about various improvements in the treatment of these conditions.
However, several studies have identified issues related to the
treatment of mitochondrial diseases.?*?! First, diagnosis requires
a high degree of expertise. Definitive diagnosis requires an
integrated approach comprising imaging, pathology, electro-
physiology, genetics, and biochemical examinations, in addition
to the main clinical manifestation, and the number of well-trained
clinicians and hospitals equipped to perform these tests currently
appears insufficient for patient needs. Second, recent develop-
ments in treatment have increased the survival of patients; in
particular, the establishment of a system for transitional care from
childhood to adulthood is suggested to be a major factor.?! Third,
the prevalence of some DNA mutations that cause mitochondrial
diseases differs by geography.'” This can make it difficult for
patients to gain equal access to medical care, albeit that no reports
of geography-related problems have appeared in Japan to date.
Accordingly, to ensure that policy makers make informed
decisions and patients and their caregivers receive the best
possible care, it is essential to gather basic epidemiological
information on mitochondrial diseases, including the number of
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patients and their distribution by age, sex, and geographic
location.

Here, we used a nationwide Japanese health claims database to
estimate the number and other epidemiological parameters of
patients with mitochondrial diseases.

METHODS

Data source and patient selection

We used the National Database (NDB), run by the Japanese
MHLW,?>23 to extract data on patients with mitochondrial
diseases. The NDB contains information on almost all healthcare
claims made from April 2009 in Japan, including patient sex; age
class; numerical diagnosis code,?* which is compatible with the
International Statistical Classification of Diseases and Related
Health Problems 10th Revision (ICD-10); length of stay; costs;
procedures; and prefecture where the hospital is located, among
others. Data for both in- and outpatients were extracted from
April 2009 through March 2019.

The MHLW permitted our use of the NDB. The study was
approved by the Ethics Committee of Medical Research,
University of Occupational and Environmental Health, Japan
(approval number: H30-124).

Definition of mitochondrial diseases

The following diagnoses were defined as mitochondrial diseases:
Pearson syndrome (compatible ICD-10 code: D640); pyruvate
dehydrogenase complex (PDHC) deficiency (E744); mitochon-
drial disorders (E888); MELAS (E888); myoclonus epilepsy
associated with ragged-red fibers (MERRF) (E888); mitochon-
drial neurogastrointestinal encephalopathy (MNGIE) (E888);

mitochondrial cardiomyopathy (E888); mitochondrial hepatop-
athy (E888); mitochondrial diabetes (E888); Leigh syndrome
(LS) (G318); Alpers’ syndrome (G318); mitochondrial encepha-
lomyopathy (G713); mitochondrial myopathy (G713); Leber’s
hereditary optic neuropathy (LHON) (H472); chronic progressive
external ophthalmoplegia (CPEO) (H494); and Kearns-Sayre
syndrome (KSS) (H498).

These definitions were determined by a well-trained physician
and a researcher specializing in mitochondrial diseases. In
sampling for this study, patients who had primary or other
diagnostic positions were included, while suspected cases were
excluded.

Estimation of the number of patients

The primary outcome of this study was the number of patients
with mitochondrial diseases from April 2018 through March
2019. We identified affected individuals using one of the unique
identifiers generated by the MHLW and assigned to individuals in
NDB. This identifier consists of the health insurance number, date
of birth, and sex.

From this data, we also estimated the prevalence of
mitochondrial diseases. As the severity of mitochondrial diseases
varies widely among patients, and some patients undergo
outpatient examination only, we limited our analysis to patients
who experienced at least one episode of inpatient care as
representative of standard cases requiring clinical intervention
above a certain level.

We calculated the prevalence of mitochondrial diseases in
Japan by dividing the number of patients with mitochondrial
diseases from April 2018 through March 2019 by the total
population of Japan as of October 1, 20182 as follows:

(number of patients from April 2018 to March 2019) x 100,000

prevalence (per 100,000 general population) =

We calculated the prevalence of mitochondrial diseases in each
prefecture in a similar manner. Further, 95% confidence intervals
(CIs) of prevalence were calculated using the Wald method. We
also used the Wald method to calculate the 95% CI of the ratio of
female patients in Japan.

Additionally, we estimated the standardized prevalence ratio
(SPR) of patients in each prefecture using indirect stand-
ardization. SPR is defined as follows:

SPRi = Q x 100
Ei

Oi: Observed number of patients in i prefecture,
Ei: Expected number of patients in i prefecture

_ Z (prevalence of patients in Japan by age class)
- X (population by age class in i prefecture)

The SPR of i prefecture is obtained by dividing Oi, the observed
number of patients, by Ei, the expected number of patients. To
calculate Ei, we used the prevalence in Japan as a reference
population, and adjusted for age categorized into three age classes
(0-14, 15-64, or >65 years old). The 95% CIs of SPRs were
estimated using Fisher’s exact CI. For example, a prefecture with
an SPR of 100 has the same prevalence as Japan overall, while
one with an SPR smaller than 100 has a smaller prevalence than
Japan, and vice versa.
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general population on October 1, 2018

We also calculated the empirical Bayes estimator of stand-
ardized prevalence ratio (EBSPR) of each prefecture. EBSPR is
defined as follows:

0i +

EBSPRi = x 100

a, . estimator

We estimated the EBSPR using a Poisson-Gamma model.® We
expect that use of EBSPR should smooth out the influence of
different population sizes in each prefecture on SPR.

Data analyses were performed using Stata 16.0 (StataCorp,
College Station, TX, USA) and EB estimator for Poisson-Gamma
model Version 2.1.%

RESULTS

Number of patients and prevalence of mitochondrial
diseases

Within the study period, there were fewer male patients with
mitochondrial diseases than female patients (47 vs 53; 95% CI for
female ratio, 0.51-0.54), and the majority of patients fell within
the age class 0-9 years old (Table 1). A total of 3,629 patients
were diagnosed with mitochondrial diseases from April 2018
through March 2019, at a prevalence of 2.9 (95% CI, 2.8-3.0) per
100,000 general population.
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Table 1. Patients’ background (n = 3,629)?
n %
Sex, male, n (%) 1,712 47
Age class, years, n (%)
04 315 9
5-9 333 9
10-14 233 6
15-19 244 7
20-29 352 10
30-39 432 12
40-49 496 14
50-59 431 12
60-69 371 10
70-79 302 8
80 over 114 3

“This table shows the number of patients with mitochondrial diseases from
April 2018 to March 2019 identified in this study. Median age class was
30-39 years (interquartile range: 15-19, 50-59 years).

Table 2 lists the diagnosis codes and the corresponding
number of patients. The majority of patients had diagnosis codes
for mitochondrial encephalomyopathy and mitochondrial dis-
orders (1,786 and 1,370, respectively).

We also compared the number of patients identified as having
mitochondrial diseases in this study with the number using the
Japanese medical expense subsidy system, as reported by the

government.”® The number of patients identified in this study was
more than two times greater than the number using the medical
expense subsidy system (3,629 vs 1,504).

Number of patients and prevalence of mitochondrial
diseases in each prefecture

Table 3 and Figure 1 show the number of patients and prevalence
of mitochondrial diseases in each prefecture from April 2018
through March 2019 in Japan. The prefecture with the greatest
number of patients with mitochondrial diseases was Tokyo
(n =477/3,629, approx. 13%) while Yamanashi had the fewest
(n=13/3,629, approx. 1%). The prevalence of mitochondrial
diseases was highest in Kagoshima (8.4/100,000) and lowest in
Yamanashi (1.6/100,000).

We also compared the number of patients identified as having
mitochondrial diseases in each prefecture in this study with the
number using the Japanese medical expense subsidy system, as
reported by the government.”® The number of patients identified
in this study was greater than the number using the medical
expense subsidy system in all prefectures in Japan.

SPR and EBSPR of patients with mitochondrial
diseases in each prefecture

Table 4 shows the SPRs and EBSPRs of patients with
mitochondrial diseases in each prefecture. Similar to the
prevalence shown in Table 3, Kagoshima and Okinawa had the
highest SPRs of all prefectures, at 294 and 152.3, respectively. In
contrast, Yamanashi and Saitama had the lowest SPRs of all

Table 2. Number of patients with mitochondrial diseases with each diagnosis®

Total Female
ICD-10 Diagnosis code Diagnosis

n % n %
D640 8846217 Pearson syndrome — — — —
E744 8848412 PDHC deficiency 81 2 56 69
E888 8845613 Mitochondrial disorders 1,370 38 750 55
E888 8846079 MELAS 284 8 159 56
E888 8846080 MERRF 15 1 — —
E888 8846084 MNGIE — — — —
E888 8846224 Mitochondrial cardiomyopathy 174 5 86 49
E888 8846972 Mitochondrial hepatopathy 32 1 15 47
E888 8849469 Mitochondrial diabetes 62 2 39 63
E888 8849470 Mitochondrial diabetes with eye problems — — — —
E888 8849471 Mitochondrial diabetes with ketoacidosis — — — —
E888 8849472 Mitochondrial diabetes with coma — — — —
E888 8849473 Mitochondrial diabetes with neurologic symptom — — — —
E888 8849474 Mitochondrial diabetes with renal complication — — — —
E888 8849475 Mitochondrial diabetes with multiple diabetic complications — — — —
E888 8849476 Mitochondrial diabetes without diabetic complication — — — —
E888 8849477 Mitochondrial diabetes with diabetic complication — — — —
E888 8849478 Mitochondrial diabetes with peripheral circulatory disorder — — — —
G318 8840933 Leigh syndrome 212 6 108 51
G318 8842457 Alpers’ syndrome — — — —
G713 8841409 Mitochondrial myopathy 253 7 124 49
G713 8841410 Mitochondrial encephalomyopathy 1,786 49 932 52
H472 8848684 LHON 71 2 17 24
H494 8846059 CPEO 106 3 50 47
H498 8831018 Kearns-Sayre syndrome 19 1 10 53

CPEO, chronic progressive external ophthalmoplegia; ICD-10, International Statistical Classification of Diseases and Related Health Problems 10th Revision;
LHON, Leber’s hereditary optic neuropathy; MELAS, mitochondrial myopathy, encephalopathy, lactic acidosis, and stroke-like episodes; MERRF, myoclonus
epilepsy associated with ragged-red fibers; MNGIE, mitochondrial neurogastrointestinal encephalopathy; PDHC, pyruvate dehydrogenase complex.

2This table shows the number of patients with mitochondrial diseases with each diagnosis categorized by domestic diagnosis codes for healthcare claims in Japan.
According to the rules for publication of NDB data, we did not show the number of cases in categories with less than 10 patients (indicated by “—" in the table).
The sum of patients is not equal to the total number of patients because some patients are given two or more diagnoses.
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Table 3. Number of patients and prevalence of mitochondrial diseases in each prefecture in Japan from April 2018 to March 20192

NDB Government report
Prefecture n % Prevalence 95% CI n % Prevalence 95% CI
Hokkaido 169 5 32 2.7-3.7 62 4 1.2 0.9-1.5
Aomori 22 1 1.7 1.1-2.6 11 1 0.9 0.4-1.6
Iwate 43 1 3.5 2.5-4.7 18 1 1.5 0.9-2.3
Miyagi 79 2 34 2.7-4.3 29 2 1.3 0.8-1.8
Akita 19 1 1.9 1.2-3 8 1 0.8 0.4-1.6
Yamagata 29 1 2.7 1.8-3.8 13 1 1.2 0.6-2.0
Fukushima 33 1 1.8 1.2-2.5 20 1 1.1 0.7-1.7
Ibaraki 87 2 3.0 2.4-3.7 42 3 1.5 1.1-2.0
Tochigi 56 2 2.9 2.2-3.7 21 1 1.1 0.7-1.7
Gumma 54 1 2.8 2.1-3.6 26 2 1.3 0.9-2.0
Saitama 125 3 1.7 1.4-2 74 5 1.0 0.8-1.3
Chiba 162 4 2.6 2.2-3 64 4 1.0 0.8-1.3
Tokyo 477 13 3.5 3.2-3.8 182 12 1.3 1.1-1.5
Kanagawa 218 6 24 2.1-2.7 102 7 1.1 0.9-1.4
Niigata 56 2 2.5 1.9-3.2 28 2 1.2 0.8-1.8
Toyama 30 1 2.9 1.94.1 14 1 1.3 0.7-2.2
Ishikawa 36 1 3.1 2.2-44 15 1 1.3 0.7-2.2
Fukui 21 1 2.7 1.7-4.2 12 1 1.6 0.8-2.7
Yamanashi 13 1 1.6 0.8-2.7 1 1 0.1 0.1-6.8
Nagano 52 1 2.5 1.9-3.3 22 1 1.1 0.7-1.6
Gifu 44 1 22 1.6-3 16 1 0.8 0.5-1.3
Shizuoka 86 2 24 1.9-2.9 31 2 0.8 0.6-1.2
Aichi 174 5 2.3 2-2.7 52 3 0.7 0.5-0.9
Mie 39 1 2.2 1.6-3 11 1 0.6 0.3-1.1
Shiga 53 1 3.8 2.8-4.9 20 1 14 0.9-2.2
Kyoto 86 2 33 2.7-4.1 36 2 14 1.0-1.9
Osaka 263 7 3.0 2.6-3.4 115 8 1.3 1.1-1.6
Hyogo 162 4 3.0 2.5-3.5 63 4 1.1 0.9-1.5
Nara 44 1 3.3 2.4-44 19 1 1.4 0.9-2.2
Wakayama 29 1 3.1 2.1-4.5 15 1 1.6 0.9-2.7
Tottori 15 1 2.7 1.5-4.4 5 1 0.9 0.3-2.1
Shimane 22 1 3.2 2-4.9 13 1 1.9 1.0-3.3
Okayama 55 2 2.9 22-38 13 1 0.7 04-1.2
Hiroshima 73 2 2.6 2-3.3 34 2 1.2 0.8-1.7
Yamaguchi 24 1 1.8 1.1-2.6 13 1 0.9 0.5-1.6
Tokushima 16 1 2.2 1.2-3.5 7 1 1.0 0.4-2.0
Kagawa 19 1 2.0 1.2-3.1 10 1 1.0 0.5-1.9
Ehime 42 1 3.1 2242 17 1 1.3 0.7-2.0
Kochi 18 1 2.5 1.5-4 3 1 0.4 0.1-1.2
Fukuoka 183 5 3.6 3.1-4.1 58 4 1.1 0.9-1.5
Saga 23 1 2.8 1.8-4.2 12 1 1.5 0.8-2.6
Nagasaki 50 1 3.7 2.8-4.9 26 2 1.9 1.3-2.8
Kumamoto 45 1 2.6 1.9-34 27 2 1.5 1.0-2.2
Oita 39 1 34 2.4-4.7 23 2 2.0 1.3-3.0
Miyazaki 40 1 3.7 2.6-5 17 1 1.6 0.9-2.5
Kagoshima 136 4 8.4 7.1-10 59 4 3.7 2.8-4.7
Okinawa 68 2 4.7 3.7-6 25 2 1.7 1.1-2.6
Japan 3,629 2.9 2.8-3 1,504 1.2 1.1-1.3

CI, confidence interval; NDB, National Database.

“This table shows the number of patients and the prevalence of mitochondrial diseases from April 2018 to March 2019 identified in this study. The same
parameters reported by the government based on the number of patients using the Japanese medical expenses subsidy for intractable diseases including
mitochondrial diseases are shown as a reference. Prefectures are listed according to their geographic location from north-east to south-west. % values do not sum
to 100% because of rounding. Prevalence is prevalence per 100,000 population in each prefecture.

prefectures, at 56 and 59, respectively. Although it is important to
consider the effect of population size in each prefecture, in
Ishikawa and Okinawa, there were large differences in SPR by
sex. The SPRs of female and male patients were 75 and 148.8 in
Ishikawa, and 183.6 and 117.7 in Okinawa, respectively.
EBSPRs in each prefecture provided more conservative results
than normal SPRs, indicating that values were reaching closer to
100. Similar to results for normal SPRs, Kagoshima and Okinawa
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had the highest EBSPRs of all prefectures, at 247.7 and 139.8,
respectively. In contrast, Saitama and Fukushima had the lowest
EBSPRs of all prefectures, at 61.8 and 71.3, respectively.

DISCUSSION

Using data from the Japanese NDB, we estimated that the number
of patients with mitochondrial diseases from April 2018 through
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Figure 1.

Estimated prevalence of mitochondrial diseases in each prefecture in Japan according to the NDB and government

report. Prefectures in this figure are listed according to their geographic location from north-east to south-west. Black
points represent the prevalence estimated by this study; solid black lines with caps on both ends represent 95%
confidence intervals of the prevalence estimated by this study; grey triangles represent the prevalence indicated by the
Japanese government; grey dashed lines with caps on both ends represent 95% confidence intervals of the

prevalence indicated by the Japanese government.

March 2019 was 3,629, with a prevalence of 2.9 per 100,000
general population. This study is the first to comprehensively
estimate the number of patients with mitochondrial diseases in
Japan, along with the distribution of patients by sex, age, and
geographic characteristics using health care claims data from the
past 10 years.

The Japanese government has established a medical expense
subsidy system for patients with intractable diseases, including
mitochondrial diseases. According to government statistics from

2018,%® 1,504 patients with mitochondrial diseases used this
system. This number is less than half the number of patients with
mitochondrial diseases identified in this study (n=3,629).
Similarly, the number and prevalence of patients in each
prefecture identified as having mitochondrial diseases in this
study were also greater than those using the subsidy system.
However, it may not be appropriate to compare the number of
patients identified in the present study with that in the government
report. This is because, while certification for the government
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Table 4. SPRs and EBSPRs of mitochondrial diseases in each prefecture in Japan from April 2018 to March 20192

Total Female Male
Prefecture n SPR 95% CI EBSPR n SPR 95% CI EBSPR n SPR 95% CI EBSPR
Hokkaido 169 114.3 97.7-132.9 113.2 96 119.7 96.9-146.1 116.9 73 107.6 84.3-135.3 106.6
Aomori 22 62.6 39.3-94.8 74.2 — — — — — — — —
Iwate 43 124.1 89.8-167.1 117.4 23 125.1 79.3-187.8 114.7 20 122.8 75-189.6 112.5
Miyagi 79 119 94.3-148.4 1159 43 123.0 89-165.6 116.6 36 114.5 80.2-158.5 110.3
Akita 19 71.4 43-111.5 82.2 — — — — — — — —
Yamagata 29 95 63.6-136.4 97.2 15 92.4 51.7-152.4 96.5 14 97.7 53.4-163.9 100.1
Fukushima 33 62.7 43.2-88.1 71.3 18 66.0 39.1-104.2 78.0 15 59.4 33.3-98 76.1
Ibaraki 87 105.7 84.7-130.4 105.1 39 91.7 65.2-125.3 94.0 48 121.1 89.3-160.5 115.6
Tochigi 56 100.1 75.6-130 100.4 29 100.1 67-143.8 100.4 27 100.3 66.1-145.9 101
Gumma 54 96.9 72.8-126.5 97.9 28 96.6 64.2-139.6 98.1 26 97.6 63.8-143 99.3
Saitama 125 59 49.1-70.3 61.8 67 61.1 47.4-77.6 65.7 58 57 43.3-73.6 63.2
Chiba 162 90.2 76.9-105.3 91.1 76 81.4 64.1-101.8 84.0 86 100.1 80-123.6 100.4
Tokyo 477 119 108.6-130.2 118.4 258 122.7 108.2-138.6 121.3 219 115.1 100.3-131.4 114.1
Kanagawa 218 81.9 71.4-93.5 82.9 115 83.4 68.8-100 85.0 103 80.4 65.7-97.6 82.9
Niigata 56 88.7 67-115.2 91.2 31 93.0 63.2-132 95.4 25 84 54.3-124 90.4
Toyama 30 101.6 68.5-145 101.7 13 83.5 44.5-142.9 91.9 17 121.8 70.9-194.9 111.3
Ishikawa 36 109.8 76.9-152 107.3 13 75.0 39.9-128.2 86.7 23 148.8 94.3-223.3 125
Fukui 21 94.8 58.6-144.8 97.6 11 94.1 47-168.4 97.9 10 95.5 45.8-175.6 99.6
Yamanashi 13 56 29.8-95.8 73.8 — — — — — — — —
Nagano 52 88.8 66.3-116.5 91.4 35 113.7 79.2-158.2 109.8 17 61.3 35.7-98.2 76.4
Gifu 44 76.9 55.9-103.3 82.0 25 82.6 53.4-121.9 88.5 19 70.6 42.5-110.2 82.4
Shizuoka 86 82.1 65.7-101.4 84.5 48 87.8 64.7-116.4 90.5 38 76 53.8-104.3 82.4
Aichi 174 78.6 67.3-91.2 80.0 97 84.8 68.8-103.5 86.6 77 72 56.8-90 76
Mie 39 76.1 54.1-104 81.8 19 70.4 42.4-109.9 81.0 20 82.5 50.4-127.5 90.4
Shiga 53 127.3 95.4-166.5 120.7 28 128.8 85.6-186.1 117.8 25 125.8 81.4-185.7 115.2
Kyoto 86 116.5 93.2-143.9 114.1 40 101.0 72.2-137.5 101.0 46 134.2 98.2-179 124
Osaka 263 103.9 91.7-117.3 103.8 136 100.4 84.2-118.8 100.5 127 107.8 89.9-128.3 107.1
Hyogo 162 102.9 87.7-120 102.8 77 90.9 71.8-113.6 92.4 85 116.6 93.1-144.1 114
Nara 44 116.1 84.4-155.9 112.1 19 92.0 55.4-143.6 95.7 25 144 93.2-212.5 123.9
Wakayama 29 110.6 74.1-158.9 107.5 15 105.6 59.1-174.2 103.4 14 116.3 63.6-195.2 108.2
Tottori 15 94 52.6-155 97.7 — — — — — — — —
Shimane 22 115 72.1-174.1 109.3 10 98.9 47.5-182 100.2 12 133.5 69-233.2 113.4
Okayama 55 101.3 76.3-131.8 101.4 33 114.2 78.6-160.4 109.9 22 86.5 54.2-130.9 92.6
Hiroshima 73 89.9 70.5-113.1 91.7 34 79.2 54.8-110.7 84.6 39 101.9 72.4-139.3 102
Yamaguchi 24 62.7 40.2-93.3 73.5 11 53.4 26.7-95.6 72.9 13 73.2 39-125.1 87
Tokushima 16 71.9 44.6-126.6 87.9 — — — — — — — —
Kagawa 19 69.6 41.9-108.7 80.8 — — — — — — — —
Ehime 42 110.4 79.6-149.2 108.0 23 112.2 71.1-168.3 107.7 19 108.3 65.2-169 105.4
Kochi 18 92.1 54.6-145.6 96.3 — — — — — — — —
Fukuoka 183 123.3 106.1-142.5 1214 99 123.5 100.4-150.4 120.2 84 122.7 97.9-151.9 118.8
Saga 23 96.9 61.4-1454 98.8 12 94.2 48.7-164.5 97.8 11 100.6 50.2-180 101.6
Nagasaki 50 131.2 97.4-172.9 123.0 25 121.2 78.5-179 113.0 25 142.5 92.2-210.3 123.2
Kumamoto 45 89 64.9-119.1 91.9 20 73.2 44.7-113 82.7 25 107.4 69.5-158.5 105.3
Oita 39 120.7 85.8-164.9 114.8 25 143.6 92.9-212 124.5 14 93.6 51.2-157.2 98.1
Miyazaki 40 129.1 92.2-175.8 120.3 19 113.2 68.2-176.8 107.7 21 147.5 91.3-2254 123.4
Kagoshima 136 294 246.6-347.7 247.7 79 314.2 248.8-391.6 237.3 57 268 203-347.3 196.5
Okinawa 68 152.3 118.3-193.1 139.8 43 183.6 132.9-247.3 152.4 25 117.7 76.2-173.8 111
Japan 3,629 100 96.8-103.3 100 1,917 100.0 95.6-104.6 100 1,712 100 95.3-104.9 100

CI, confidence interval of SPR; EBSPR, empirical Bayes estimator of standardized prevalence ratio; SPR, standardized prevalence ratio.
“This table shows SPRs and EBSPRs of patients with mitochondrial diseases in each prefecture from April 2018 to March 2019 identified in this study. SPRs and
EBSPRs were calculated for total, female and male patients. According to the rules for publication of NDB data, we did not show the number of cases in

categories with less than 10 patients (indicated by “—

subsidy system is typically based on Japanese clinical criteria,?
some patients with relatively mild disease severity may not use
this system, whose main purpose is to provide treatment-related
financial support to patients. Therefore, it may be that the
government-reported number of patients will inevitably be an
underestimate compared to that identified in the present study.
A previous study in Japan reported that 233 patients had
MELAS, with a prevalence of 0.18 (95% CI, 0.17-0.19) per

6 | J Epidemiol 2022

” in the table). Values were also concealed when the number of either of males or females was less than 10.

100,000 general population.'® In this study, we identified 284
patients with MELAS, with a prevalence of 0.22 (95% CI,
0.20-0.25) per 100,000 general population. Therefore, the
number of patients and prevalence of MELAS identified in this
study are comparable to those of the previous study. We expect
that this epidemiological information will contribute to improving
the health care system for patients with mitochondrial diseases
in Japan.
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We found that prevalence of mitochondrial diseases differed
among prefectures. While the reasons for this are unclear,
previous studies from other countries suggest that prevalence may
differ by geography.*®!1!1° For example, a study conducted in the
northeast of England reported that patients showing clinical
manifestations had a prevalence of 9.6 per 100,000 adult general
population,® which is about three times higher than that found in
this study (2.9 per 100,000 general population). Moreover, a
study in Finland suggested that geographical and cultural
isolation may cause differences in prevalence.'"'° Furthermore,
a study in Australia showed that the prevalence of mitochondrial
diseases among children whose mothers were born in Lebanon is
much higher than that for mothers born in other countries.'?
However, we were careful when comparing results obtained using
different methods for two main reasons. First, prevalence
estimated by a single expert clinical and laboratory referral
center can be a greater overestimation than that determined by a
study using national health database with large samples. Second,
patients extracted from NDB differ in diagnosis period. This
difference may affect the number of patients between studies
because clinical criteria and the diagnostic methods applied
depend on the diagnosis period.*°

To our knowledge, however, no meaningful report from Asian
countries has appeared to date. Further studies are needed to
examine the prevalence of mitochondrial diseases in Asia and to
compare the results obtained in this study with those in other
Asian countries.

We found differences in the prevalence of mitochondrial
diseases among prefectures, despite the fact that the genetic
background of the Japanese population is thought to be relatively
uniform across the country. In addition to genetic factors, the
variability in prevalence may be related to differences in health
care infrastructure among prefectures in Japan. That is, there may
be a concentration of patients in specific medical facilities that
are well equipped for diagnosis and treatment. For example,
within the Tokyo metropolitan area, the number of patients and
prevalence of mitochondrial diseases in Saitama (125, 1.7/
100,000), a densely populated prefecture with a population of
seven million, was lower than in other large prefectures like
Chiba (162, 2.6/100,000) and Kanagawa (218, 2.4/100,000),
which are also adjacent to Tokyo. We speculate that there are two
main reasons for this. First, there are fewer physicians and
specialists per prefecture population in Saitama than Chiba and
Kanagawa. Additionally, there are few large hospitals with the
ability to provide care for patients with mitochondrial diseases.
Second, residents of Saitama have easy access to large hospitals
in Tokyo. A similar phenomenon is thought to be occurring in
local cities outside the metropolitan area. To improve the
provision of health care for patients with mitochondrial diseases,
we suggest that, in addition to training healthcare workers and
improving clinical guidelines, there is a need to increase the
number of medical facilities with the competency to provide care
for patients with mitochondrial diseases. Additionally, geographic
factors may also be important. We found that patients in
Kagoshima and Okinawa had higher prevalence, SPRs, and
EBSPRs than all other prefectures. While the reason for the
higher values is unclear, these findings suggest that there may be
geographic effects because Kagoshima and Okinawa are located
in the southernmost part of Japan.

This study has several limitations. First, it is possible that some
patients included in this study did not actually have mitochondrial

diseases. While a definitive diagnosis of mitochondrial diseases
requires an integrated approach, including genetic testing, some
of these tests are not covered by the current health insurance
system in Japan, and the number of medical facilities with the
capacity to perform them is limited. Therefore, it is difficult to
determine whether the diagnoses used in this study are definitive
of mitochondrial diseases. However, we expect that few patients
would have been misdiagnosed because, unlike common or
frequent diseases, mitochondrial diseases are carefully and strictly
diagnosed by clinicians. Second, due to the nature of the NDB,
patients can be duplicated if they or their caregivers change their
health insurance scheme due to a job change, unemployment, or
employment, thus leading to a potential overestimation of cases.
A previous study using the NDB examined the effects of
changing health insurance schemes on the estimation of
prevalence.’! Using the method described in this previous
study,?! we calculated the maximum impact of changing health
insurance schemes to be about 6.6% by summing the proportion
of patients who were newly unemployed within a year (1.7%) and
the proportion who underwent a job change (4.9%) in 2018.%?
Therefore, the effect of changing health insurance schemes is
likely relatively small. Third, information on patients who receive
public assistance is not included in the NDB. The proportion of
people who received public assistance in Japan was about 1.65%
in February 2019.3% Thus, this is expected to have caused only a
small underestimation. Despite the above-mentioned limitations,
our study provides a valid estimation of the number of patients
and prevalence of mitochondrial diseases in Japan.
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Abstract: Patients with m.3243A>G mutation of mitochondrial DNA develop bilaterally symmetric
sensorineural hearing loss. However, it is unclear how fast their hearing loss progresses over time,
and whether they experience rapid progression of hearing loss. In the present study, we conducted
a long-term hearing evaluation in patients with MELAS or MIDD who harbored the m.3243A>G
mutation of mitochondrial DNA. A retrospective chart review was performed on 15 patients with this
mutation who underwent pure-tone audiometry at least once a year for more than two years. The
mean follow-up period was 12.8 years. The mean progression rate of hearing loss was 5.5 dB per year.
Hearing loss progressed rapidly to be profoundly deaf in seven patients during the observation period.
Heteroplasmy and age-corrected heteroplasmy levels correlated with the age of onset of hearing loss.
These results indicate that patients with m.3243A>G mutation have a gradual progression of hearing
loss in the early stages and rapid decline in hearing to be profoundly deaf in approximately half of
the patients. Although it is possible to predict the age of onset of hearing loss from heteroplasmy and
age-corrected heteroplasmy levels, it is difficult to predict whether and when the rapid hearing loss
will occur.

Keywords: hearing loss; dizziness; disequilibrium; diabetes; mitochondrial gene mutations

1. Introduction

Sensorineural hearing loss is frequently associated with mitochondrial disease; it
is observed in approximately half of the patients with three main syndromes—chronic
progressive external ophthalmoplegia (CPEO); myoclonus epilepsy associated with ragged-
red fibers (MERRF); mitochondrial encephalomyopathy, lactic acidosis, and stroke-like
episodes (MELAS) [1]. Hearing loss mainly involves the cochlea in mitochondrial diseases,
but it sometimes accompanies central auditory abnormalities [1-5].

Mitochondrial diseases are categorized into two groups: those characterized by ragged-
red fibers (RRF), including MELAS, MERREF, and CPEO, and those caused by mutations in
protein-coding genes, such as pure encephalopathy without RRF. RRF is a characteristic
microscopic appearance of the muscle stained with Gomori trichrome, which is due to
the accumulation of abnormal mitochondria below the plasma membrane of the muscle
fiber. Hearing loss is highly prevalent in the first group but rarely seen in the second
group. Oxidative phosphorylation is impaired in both types of encephalopathy; however,
mitochondrial protein synthesis is impaired only in the first group, suggesting that hearing
loss is caused by impairment of protein synthesis similar to RRF.
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An A-to-g transition mutation at nucleotide pair (np) 3243 in mitochondrial DNA
(mtDNA) has been documented in most patients with MELAS and a few patients with
CPEO. This mutation has been identified in pedigrees with maternal transmission of
diabetes and deafness among families of different racial backgrounds [6—10]. It has been
reported that patients with higher heteroplasmy levels of this point mutation exhibit
MELAS [11,12], while those with low heteroplasmy levels mainly develop hearing loss
and diabetes; those with a low heteroplasmy level have maternally inherited diabetes and
deafness (MIDD) [9].

In patients with MELAS and MIDD, hearing is generally normal at birth, and hearing
loss occurs eventually, appearing as early as in the teens or twenties and as late as the fifties.
Hearing loss, in general, is bilateral and symmetrical; a pure-tone audiogram shows a flat
type or falling type of sensorineural loss bilaterally in most cases [6,9]. Hearing loss mainly
involves the cochlea [6,13,14]; however, when the disease progresses, retro-labyrinthine
and central auditory pathways are also affected [15,16]. In addition to hearing loss, the
vestibular system is also involved, and patients eventually suffer from impairment of
balance and gait [6,17-19].

We previously reported that, when present for several years, patients with np3243
point mutation showed a slightly progressive decline in their hearing; the progression rate
of hearing loss ranged from 1.5 to 7.9 dB per year [7]. However, it is unknown how rapidly
their hearing loss progresses during the long-term period, and whether there is a rapid
progression of hearing loss. Therefore, in the present study, we evaluated their hearing
in the long-term period in patients with MELAS or MIDD who harbored m.3243A>G
mutation of mtDNA. We also investigated the relationship between heteroplasmy and
age-corrected heteroplasmy levels and the age of onset of hearing loss and the progression
rate of hearing loss, as well as the relationship between the age of onset of hearing loss,
diabetes, and balance disorder.

2. Materials and Methods
2.1. Patients

In total, 27 patients with hearing loss and an A-to-g transition at np 3243 in the mtDNA
visited the Department of Otolaryngology and Head and Neck Surgery, at the University
of Tokyo Hospital, between 1989 and 2021. Among them, 15 patients who underwent
audiological examinations for more than two years or until they became completely deaf
were enrolled. The patients consisted of four males and eleven females, and their ages
ranged from 22 to 66 years (mean: 40 years) at their first visit to our clinic. All patients had
hearing loss, with a pure-tone average (PTA) value being greater than 25 dB HL (hearing
level) on the initial audiological examination. They were interviewed regarding the onset of
hearing loss, balance—gait disorder, diabetes mellitus, and the presence of other signs and
symptoms. The presence of diabetes mellitus was confirmed by doctors in the Department
of Nutrition and Metabolism of our hospital or their affiliated hospital, and the blood
glucose and HbAlc levels were periodically measured in all patients. All procedures were
in accordance with the Helsinki declaration and were approved by the University of Tokyo
Human Ethics Committee (No. 2487). All patients gave informed consent for the use of
their clinical data.

2.2. Audiological and Neuro-Otological Evaluation

The patients were evaluated using pure-tone audiometry, in general, every three
months, to assess the longitudinal changes in their hearing thresholds. The pure-tone
average (PTA) values were calculated as the mean air conduction threshold at 0.5, 1, 2,
and 3 kHz. The pure-tone threshold at 3 kHz was obtained from the mean of 2 and 4 kHz,
as it is not routinely measured in Japan. For calculating the PTA values, the hearing
thresholds at the frequencies showing off-scale were calculated as 5 dB over the maximum
sound level generated by an audiometer. The patients were also evaluated using speech

174



Life 2022, 12, 543

30f13

recognition test, tympanometry, acoustic reflex threshold test, auditory brainstem response,
and distortion-product otoacoustic emissions (DPOAEs), when necessary.

The patients also underwent a battery of neuro-otological evaluations consisting of
a physical examination, neurological examination, and neuro-otological examinations,
including caloric and cervical vestibular evoked myogenic potential ((VEMP) testing.

Caloric testing was performed with 2 mL ice water irrigation of the external auditory
canal for 20 s. This caloric stimulation method is easier to perform than bithermal irrigation
and has high sensitivity and specificity for detecting canal paresis [20]. Electronystagmog-
raphy was used to record the induced nystagmus while the subject lay supine with their
head raised at an angle of 30 degrees. The percentage of canal paresis was calculated as
100 x | (MSEVr — MSEVI)/(MSEVr + MSEV]) |, where MSEVr is the maximum slow-phase
eye velocity of the right side, and MSEVI is that of the left side. A value of canal paresis
>20% was regarded as abnormally reduced on the affected side [21]. When MSEVr and
MSEV1 were <10 degrees/s, it was regarded as a reduced response on both sides [22].

In the role of a stimulus for cVEMP, short tone bursts of 500 Hz (95 dB normal
hearing level; 135 dB SPL (peak value); rise/fall time, 1 ms; plateau time, 2 ms) were
presented through headphones (type DR-531; Elega Acoustic Ltd., Tokyo, Japan). Surface
electromyographic activity was recorded in supine patients from symmetrical sites over
the upper half of each sternocleidomastoid muscle (SCM), with a reference electrode on the
lateral end of the upper sternum. During recording, the patients were instructed to raise
their heads slightly to continuously contract the SCM. Background EMG was monitored
during recording to confirm that subjects maintained SCM activity at a sufficient level
(150 uV). We analyzed the first biphasic wave (p13-n23) from the ipsilateral SCM to the
stimulated side. For the evaluation of amplitude. The percentage of cVEMP asymmetry
ratio (c(VEMP AR) was calculated as 100 | (Ar — Al)/ (Ar + Al)|, where Ar is the amplitude
of p13-n23 on the right side, and Al is the amplitude of the p13-n23 on the left side. On
the basis of results from normal subjects, the upper limit of cVEMP AR was set to 34.0 [23].
We regarded it as an “absent” response when no reproducible p13-n23 was present in two
runs. We regarded it as a “reduced” response when a reproducible p13-n23 was present,
and the AR was greater than the predefined upper limit for normal subjects. We regarded
it as bilaterally abnormal responses when the response was absent on both sides.

2.3. DNA Studies

The invader assay contract by BML (Tokyo, Japan) was applied for the screening of mi-
tochondrial tRNA (Leu). Briefly, mtDNA isolated from the peripheral leukocytes of patients
and 1.2 pL of primary probe/invader oligonucleotides mixture (containing 0.5 umol/L
wild-type primary probes, 0.5 umol/L mutant primary probes, 0.05 umol/L invader
oligonucleotide, and 10 mmol/L 3-(N-morpholino) propanesulfonic acid) were poured
into each well of the plates. Fluorescent resonance energy transfer (FRET)/Cleavase mix-
ture (Hologic, Marlborough, MA, USA) was added to the probe/invader oligonucleotide-
containing plates. Subsequently, 3 uL of 5-100 mol/L synthetic target oligonucleotides
(positive control), 10 ug/mL yeast tRNA (no target control), and denatured genomic DNA
samples (>15 ng/uL) were added. Next, 6 pL of mineral oil (Sigma, St. Louis, MO, USA)
was overlayed into all reaction wells and incubated at 63 °C for 4 h. After incubation, the
fluorescence was measured using a Cyto Fluor 4000 fluorescent microplate reader. The het-
eroplasmy rate for mitochondrial mutations was quantified by the detection of fluorescently
labeled and digested PCR products through a fluorescence imaging system [24,25]. The
age-corrected heteroplasmy level in leucocytes was calculated using the following formula:
(leucocyte heteroplasmy)/0.977(@8¢*12). This correction was previously published by Grady
et al. [26]. The current paper refers to this value as the age-corrected heteroplasmy level
in leucocytes.
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2.4. Statistical Analysis

The correlation coefficients were calculated to assess the relationship between the
heteroplasmy and age-corrected heteroplasmy levels and the progression rate of hearing
loss and between the heteroplasmy and age-corrected heteroplasmy levels and the onset of
hearing loss, balance or gait disorder, and diabetes mellitus, using JMP 16 (SAS Institute,
Cary, NC, USA). The age of onset of hearing loss, diabetes, and balance disorder was
compared against each other using the Tukey—Kramer test. We performed the Shapiro—
Wilk W test to value the normality of the sample. The relationship between the two
continuous variables was analyzed by single regression analysis. R2 represented the
coefficient of determination, and the significance of the slope indicated the p-value. p < 0.05
was considered statistically significant.

3. Results

The patients” demographic characteristics of the patients are shown in Table 1. The
heteroplasmy levels ranged from 3% to 37%, with the mean being 23.9%. In terms of gender,
4 patients were male, and 11 were female. Most patients had bilaterally symmetric hearing
loss with a horizontal or sloping type of audiogram. The mean age of onset of hearing loss
was 28.6 years, with acquired hearing loss being perceived as early as 10 years of age in the
earliest cases and as late as 56 years of age in the latest cases. At their first visit, 13 patients
had diabetes mellitus, 3 had cerebellar atrophy or stroke on head MRI, and 1 had a cardiac
disease; two patients eventually developed diabetes during the follow-up period. Other
than hearing loss and diabetes mellitus, 11 patients did not show any symptoms or signs
suggestive of MELAS.

The observation period ranged from 2 to 22 years, with a mean of 12.8 years. Hearing
loss progressed in all patients during the observation period (Figures 1 and 2, Supple-
mentary Figures S1 and 52). In seven patients, hearing deteriorated rapidly to complete
deafness from 40 to 63 years of age (mean: 50 years). This episode was not associated with
the worsening of pre-existing signs such as diabetes or other symptoms or signs. Before
the rapid progression of hearing loss, their hearing level ranged from 56 to 80 dB HL. The
rapid progression occurred on both ears almost simultaneously in three patients and at
different times in two patients, with the periods between the ears being 1 and 7 years,
respectively, and only on one ear in two patients (Figure 3 and Supplementary Figure S3).
Although all these patients were treated with oral or systemic steroids, their hearing did
not show any improvement. The heteroplasmy level ranged from 9% to 30% (mean: 20%)
in seven patients, who showed rapid progression of hearing loss, and from 3% to 37%
(mean: 23%) in the remaining eight patients, with no significant difference between them.
The age-corrected heteroplasmy level ranged from 18.4% to 95.7% (mean: 68.6%) in seven
patients, who showed rapid progression of hearing loss, and from 20.2% to 81.6% (mean:
64.4%) in the remaining eight patients, with no significant difference between them.

The mean rate of the progression of hearing loss in all 15 patients was 5.5 dB per year.
In eight patients, who did not show rapid deterioration of hearing, the progression rate of
hearing loss was 3.0 dB per year, while it was 1.9 dB per year before the rapid deterioration
in seven patients. When the progression rate of hearing loss prior to the rapid deterioration
in the latter was added to the calculation, the mean progression rate of hearing loss was
2.5 dB per year in all patients. When the progression rate of hearing loss prior to the
rapid deterioration in the latter was added to the calculation, the mean progression rate of
hearing loss was 2.5 dB per year in all 15 patients and did not differ significantly between
the patients with and without rapid deterioration in hearing.

Caloric and cVEMP tests were performed in 13 out of 15 patients. In the caloric test,
4 (30%) out of 13 patients showed unilaterally decreased response, and 6 (46%) showed
bilaterally decreased response. In cVEMP, 6 (46%) out of 13 patients showed unilateral
abnormalities, and 7 (54%) showed bilateral abnormalities.
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Table 1. Demographic characteristics of the patients.
Age- Right HL Left Progression Rapid Onset of
Heteroplasmy Corrected O:mmwn of at First HL at w.ﬁm.om Decline Balance Caloric O.: set of
Level W_MM“M Gender HMM“MWH_MV Visit First Visit EMMMMW of cl Disorder Test cVEMP U_AMWOm.”mm MIDD/MELAS
Level (dBHL) (dBHL) (dBly) Hearing (y.0.)

37 81.6 F 15 313 58.8 42 NE NE 24 MELAS

36 95.7 M 15 38.8 43.8 2.5 y 31 UNI-H UNI-N.R. 22 MIDD

32 74.0 F 15 40 41.3 2.5 24 NOR UNI-N.R. 22 MIDD

30 93.8 F 32 438 55 48 y y 54 NOR UNI-N.R. 39 MIDD

30 81.6 F 30 53.8 55 1.1 33 UNI-H BI-N.R. 10 MIDD

29 82.6 F 31 33.8 36.3 9.7 y y 31 UNI-H UNI-N.R. 21 MIDD

29 71.9 F 22 62.5 32.5 2.1 13 BI-H BI-N.R. 26 MIDD

25 71.2 F 15 62.5 76.3 6.6 y 30 BI-H BI-N.R. 21 MELAS

21 81.0 F 45 57.5 50 4 y y 45 BI-H BI-N.R. 45 MIDD _.N
15 62.0 F 10 80 80 26.5 y y BI-H BI-N.R. 26 MIDD —
14 82.1 M 30 95 86.3 4.5 y 61 UNI-H UNI-N.R. 33 MELAS

14 438 M 37 25 25 23 y NOR BI-N.R. 31 MELAS

9 355 F 30 50 43.8 5 y 47 BI-H BI-N.R. 26 MIDD

5 20.2 M 46 31.3 25 3.25 NE NE 20 MIDD

3 18.4 F 56 66.3 68.8 3.95 BI-H UNI-N.R. 47 MIDD

BI-H: bilateral hyporeflexia; BI-N.R.: bilateral no-response; CI: cochlear implantation; cVEMP: cervical vestibular-evoked myogenic potential; F: female; HL: hearing level; M: male;
MELAS: mitochondrial encephalomyopathy, lactic acidosis, and stroke-like episodes; MIDD: maternally inherited diabetes and deafness; NE: not examined; NOR: normal; UNI-H:

unilateral hyporeflexia; UNI-N.R.: unilateral hyporeflexia; y: yes; y.0.: years old; yr: year.
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Figure 1. Chronological progression of hearing level from the first visit. The different color indicates
the different patient, and the same color indicates the same patient.
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Figure 2. Relationship between patients’ age and progression of their hearing loss. The different color
indicates the different patient, and the same color indicates the same patient.
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Figure 3. Chronological change in hearing level from the first visit in patients who showed a rapid
decline in hearing. The different color indicates the different patient, and the same color indicates the
same patient. The solid lines with the shaped mark: right ear. The dashed line with the triangle mark:
left ear. Two patients (light green and blue) only have one ear shown because the rapid decline was
only seen in one ear.
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The mean age of onset of hearing loss, diabetes, and balance disorder was 28.6, 27.5,
and 36.9 years, respectively (Figure 4). Based on the Shapiro-Wilk test, the p-values for the
age of onset of hearing loss, diabetes, and balance disorder were 0.269, 0.400, and 0.189.
The onset of balance disorder was delayed, compared with hearing loss and diabetes, but
the difference was not statistically significant. However, balance disorder did not manifest
in five patients until the end of the observation period; if we assume that the balance
disorder appeared in these five patients one year later than the end of the observation
period, the difference would be statistically significant (p = 0.0092 vs. diabetes; p = 0.0161
vs. hearing loss).

S0 =

30

bo4—{

20

Age of onset of symptom (y.o0.)
8

Diabetes Hearing loss Balance disorder

Figure 4. Age of the onset of diabetes, hearing loss, and balance disorder. Blue upper long bar, upper
whisker; blue upper short bar, upper quartile; blue center short bar, median; blue lower short bar,
lower quartile; blue lower long bar, lower whisker.

Figure 5a shows the relationship between the heteroplasmy level and the ages of onset
of hearing loss, diabetes mellitus, and balance—gait disorder and between the heteroplasmy
levels and the progression rate of hearing loss. The heteroplasmy levels showed a significant
relationship with the onset of hearing loss (p = 0.0095); hearing loss appeared at a younger
age in patients with higher heteroplasmy levels. Such a trend was also observed in the
relationship between the heteroplasmy levels and the onset of balance disorder. The
heteroplasmy levels were not associated with the onset of diabetes or the progression rate
of hearing loss.

Figure 5b shows the relationship between the age-corrected heteroplasmy level and the
ages of onset of hearing loss, diabetes mellitus, and balance—gait disorder, and between the
heteroplasmy level and the progression rate of hearing loss. Age-corrected heteroplasmy
levels showed significant correlations with the onset of hearing loss (p = 0.0291) and the
onset of balance disorder (p = 0.0334); balance disorder appeared at a younger age in
patients with higher age-corrected heteroplasmy. Age-corrected heteroplasmy level was
not associated with the onset of diabetes or the progression rate of hearing loss.
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Figure 5. (a) Relationship between heteroplasmy level and the onset of hearing loss, balance-gait
disorders, and diabetes mellitus and the progression rate of hearing loss; (b) relationship between
age-corrected heteroplasmy level and the onset of hearing loss, balance disorders, and diabetes
mellitus and the progression rate of hearing loss. The red lines: the regression lines.

4. Discussion

The current study evaluated the hearing in 15 patients with m.3243A>G mutation of
mtDNA in the long-term period from 2 to 26 years (mean: 12.8 years) after their first hearing
test. The mean age of onset of hearing loss was 28.6 years; hearing loss occurred between
10 and 56 years old. The age of onset of hearing loss was correlated with the heteroplasmy
and age-corrected heteroplasmy levels. Initially, from the start of their follow-up, their
hearing loss progressed gradually, but the hearing loss progressed rapidly to deafness in
seven patients during the observation period. The hearing level ranged from 56 to 80 dB
HL before the rapid deterioration of hearing. The progression rate of hearing loss before the
rapid deterioration in these patients did not significantly differ from that in the remaining
eight patients who did not show rapid hearing deterioration. All these results indicate that
it is difficult to predict the rapid hearing decline in patients with m.3243A>G mutation of
mtDNA. Oral or systemic steroid treatment was not effective in improving hearing loss.

Unlike m.1555A>G mutation, hearing loss caused by m.3243A>G mutation of mtDNA
is progressive. When we first reported the audiological findings of five patients with this
mutation in 1996, the progression rate of hearing loss ranged from 1.5 to 7.9 dB per year [8].
Since other studies have not reported the progression rate of hearing loss, it has not been
unclear how rapidly the hearing declines in patients with the m.3243A>G mutation. In
the current study, the progression rate of hearing loss ranged from 1.1 to 26.5 dB per year,
with a mean of 5.5 dB per year. The progression rate of hearing loss was 3.0 dB per year in
eight patients without rapid deterioration of hearing and 1.9 dB per year prior to the rapid
deterioration in the remaining seven patients. When only the progression rate of hearing
loss prior to the rapid deterioration in the latter was added in the calculation, the mean
progression rate of hearing loss was 2.5 dB per year in all patients. This progression rate of
hearing loss is more rapid than that seen in elderly subjects with age-related hearing loss.
Therefore, patients with m.3243A>G mutation should be informed that their hearing loss
will progress by an average of 25 dB after 10 years and advised to start wearing hearing
aids at an early stage and structure their future living environment.

In the current study, the rapid progression of hearing loss occurred in 7 out of
15 patients, in both ears almost simultaneously in 3 patients, at different times in 2 pa-
tients, and only on one ear in 2 patients. This finding is quite interesting since such a rapid
decline in hearing has not been reported except in one study. Oshima et al. (1996) reported
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the case of a 35-year-old woman with a complaint of right hearing loss and tinnitus in
whom the pure-tone audiogram demonstrated 40 dB flat-type sensorineural hearing loss
on the left and 85 dB saucer-type sensorineural hearing loss on the right ear [9]. Although
the hearing at middle frequencies on the right ear improved after oral administration of
steroids, it fluctuated and did not respond to oral administration of steroids or glycerol
thereafter. Since hearing did not improve by oral or systemic administration of steroids in
any of our patients, the pathophysiology of the fluctuating hearing in the case reported by
Oshima et al. [9] is likely different from that of rapid hearing progression in our patients.

In our case series, the rapid decline in hearing occurred after the hearing loss exceeded
55 dB HL. Prior to the rapid progression of hearing loss, their hearing level ranged from 56
to 80 dB HL. It is unclear why such a rapid decrease in hearing occurred. Since the rapid
decline in patients” hearing was not associated with worsening of the pre-existing signs and
symptoms or other signs and symptomes, it is unlikely that it was caused by a rapid decline
in systemic mitochondrial function, at least in the four patients who had rapid hearing loss
in both ears at different times or only in one ear. It is possible that the vascular supply to
the cochlea was compromised due to diabetes mellitus or the stroke-like episode seen in
MELAS. It is also possible that the endolymphatic potential was rapidly reduced due to the
acute impairment of energy production in the stria vascularis.

Human temporal bone histopathological studies in patients with MIDD and MELAS
showed that the stria vascularis most severely degenerated [27-29]; in a patient with MIDD,
there was marked degeneration of the stria vascularis and outer hair cells throughout the
cochlea, as well as a reduction in the number of spiral ganglion cells at the base [27]. Severe
degeneration of the stria vascularis and degenerative change in the spiral ganglion cells
were observed in two patients with MELAS, in whom quantitative DNA studies showed
that the proportion of mutant to wild-type mtDNA was similar in both histologically af-
fected and unaffected tissues within the inner ear. Long-term administration of germanium
dioxide causes renal failure, emaciation, and muscle weakness in humans [30,31] and body
weight loss, myopathy, and nephropathy in rats. The skeletal muscles of rats treated with
germanium dioxide showed numerous ragged-red fibers, cytochrome c oxidase-deficient
fibers, and the accumulation of electron-dense material in the mitochondria [30,32,33],
which resembles the pathological findings observed in patients with mitochondrial en-
cephalomyopathy. We previously reported that guinea pigs fed chows containing 0.5%
germanium dioxide for 2 months developed hearing loss, mainly due to the degeneration
of the stria vascularis and cochlear supporting cells, and exhibited decreased cytochrome ¢
oxidase activity in the skeletal muscles and kidney [34]. No apparent pathological changes
were observed in the utricle, semicircular canal, or the cochlear or vestibular nerve fibers,
indicating that germanium dioxide-induced mitochondrial dysfunction mainly affects the
stria vascularis and supporting cells in the cochlea, as in the skeletal muscles and kid-
ney, causing hearing impairment in the guinea pigs. This animal study also supported
the importance of mitochondrial function in the stria vascularis for the maintenance of
hearing function.

In the present study, patients noted balance—gait disorder later, compared with hearing
loss, and five patients were not aware of balance or gait disorder. Balance-gait disorder
tended to appear later, compared with hearing loss and diabetes mellitus. The use of
cVEMP is essential in the diagnosis of saccular dysfunction in patients with moderate-
to-profound sensorineural hearing loss [35]. The low metabolic rate of the vestibular
apparatus, compared with that of the stria vascularis, may make the vestibule more resistant
to mtDNA mutations, leading to a later onset of vestibular dysfunction [21]. However, in
13 patients who underwent caloric and cVEMP tests, 4 (31%) and 6 patients (46%) showed
decreased response unilaterally and bilaterally, respectively, in the caloric test, and 6 (46%)
and 7 patients (54%) showed abnormalities unilaterally and bilaterally, respectively, in the
cVEMP test. The caloric test evaluates the function of the lateral semicircular canal and
the superior vestibular nerve, and the cVEMP evaluates the function of the saccule and
the inferior vestibular nerve. Therefore, the vestibular systems, semicircular canals, and
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otolith organs are also frequently involved in patients with m.3243A>G mutation. Balance
and gait disturbances may not become apparent until the vestibular function is severely
impaired. It is interesting to note that seven patients with m.3243A>G mutation who had
abnormal findings in the caloric and cVEMP tests showed normal responses in the galvanic
VEMP test [18], which indicates that the peripheral vestibular end-organs are primarily
affected similarly to the auditory system.

Human temporal bone histopathological studies on MIDD and MELAS demonstrated
conflicting findings in terms of the degeneration of the vestibular systems. In a patient
with MIDD, the vestibular end-organs, including the utricle and semicircular canals, were
well preserved [6], whereas two patients with MELAS showed degenerative changes in the
vestibular end-organs and Scarpa’s ganglions [29]. In one of these MELAS patients, there
was a pathological collapse of the membranous wall of the saccule and significant hair
cell loss in the saccular macula, utricular maculae, and the cristae of all three semicircular
canals [29]. In another patient with MELAS, the hair cells in both cristae and maculae were
reduced, and the numbers of Scarpa ganglion cells were reduced to approximately 70% of
the mean counts of age-matched control samples [29].

It has been reported that the disease severity and the expression pattern of the im-
pairment across organs and tissues may vary in mitochondrial diseases, depending on the
heteroplasmy levels. In general, patients with a higher heteroplasmy level exhibit more se-
vere phenotypes, although the correlation may be weak [26,36-38]. Since the heteroplasmy
level in the inner ear cannot be assessed clinically, we adopted the heteroplasmy level in
peripheral leucocytes and found that the heteroplasmy level correlated with the onset of
hearing loss; hearing loss developed at a younger age in patients with higher heteroplasmy.
Previous studies also demonstrated that hearing loss developed earlier in patients with
higher heteroplasmy levels [7,11]. The onset of balance-gait disorder correlated weakly
with heteroplasmy level but significantly with age-corrected heteroplasmy level. The het-
eroplasmy level and age-corrected heteroplasmy level did not correlate with the onset
of diabetes mellitus. Iwasaki et al. (2011) reported no correlation between heteroplasmy
and onset of balance or gait disorder in 13 unrelated patients with m.3243A>G muta-
tion [18]. Other studies showed a negative correlation between the onset of diabetes and
heteroplasmy [11,39]. These discrepancies may be due to the small sample sizes, different
phenotypes, and different stages of disease among reports. For example, in the current
study, only patients with complaints of hearing loss were enrolled; therefore, there were
two patients who did not have diabetes mellitus at the time of initial examination. Such bias
in patient selection may have resulted in different correlations between the heteroplasmy
levels and the onset of diabetes mellitus or balance—gait disorder.

It is worthy to note that the heteroplasmy and age-corrected heteroplasmy levels did
not correlate with the progression rate of hearing loss or the presence of a rapid decline in
hearing in our cases. It is unclear whether such a trend is also observed in other organs
or tissues. De Laat et al. [36] scored disease severity using the Newcastle Mitochondrial
Disease Adult Scale (NMDAS), including SF-36 quality of life (QoL) scores, and measured
heteroplasmy levels in urinary epithelial cells, leucocytes, and saliva in 151 carriers of
m.3243A>G mutation of mtDNA; their results indicate a yearly increase in NMDAS score
of 0.47 point in the total group and that heteroplasmy levels in both leucocytes and urinary
epithelial cells were only weakly correlated with disease severity. They also observed
that physical QoL declined with age and that the most important determinants of QoL
decline were hearing loss, speech problems, exercise intolerance, gait instability, psychiatric
problems, and gastrointestinal involvement.

No medication is known to prevent or slow the progression of hearing loss associated
with m.3243A>G mutation of mtDNA. Since the hearing loss involves mainly the cochlea,
hearing aids are effective until the hearing loss becomes severe to profound. When hearing
aids become ineffective for oral communication, cochlear implantation, which directly stim-
ulates the auditory nerve, is recommended [40]. In the present study, six patients received
a cochlear implant at our department, and all patients except one who developed cerebral

182



Life 2022, 12, 543

11 0f 13

stroke 5 months after the cochlear implant surgery achieved good speech perception. As
mentioned above, temporal bone histopathological studies demonstrated that the spiral
ganglion cells were relatively well preserved in a patient with MIDD and degenerated
in patients with MELAS, whereas the stria vascularis was severely degenerated [26,28].
Since hearing thresholds mainly reflects the functions of the cochlear cells, such as the
hair cells and stria vascularis, it is presumed that the retro-cochlear auditory pathways,
including the spiral ganglion cells, are still relatively well preserved when patients become
profoundly deaf, which explains the high efficacy of cochlear implants. However, during
long-term follow-up in the patients who have cochlear implantation with mitochondrial
gene mutation, some patients who initially showed good speech perception exhibited
deterioration of speech perception [41]. Therefore, patients receiving cochlear implantation
should be carefully monitored over the long term.

5. Conclusions

This study evaluating the hearing in 15 patients with m.3243A>G mutation in mtDNA
in the long-term period demonstrated that hearing loss occurred from 10 to 56 years of age,
that the age of onset of hearing loss was correlated with heteroplasmy and age-corrected
heteroplasmy levels, that the hearing loss progressed gradually initially, and that the rapid
decline in hearing loss to profound deafness occurred in approximately half of the patients
during the observation period. The hearing level prior to the rapid decline ranged from
56 to 80 dB HL, and the progression rate of hearing loss prior to the rapid decline was
not significantly different from that in the remaining patients, who did not experience a
rapid decline in hearing. Heteroplasmy and age-corrected heteroplasmy levels did not
correlate with the presence of rapid progression of hearing loss or with the progression
rate of hearing loss. These results indicate that it is difficult to predict the rapid decline
in hearing in patients with m.3243A>G mutation of mtDNA. Neither oral nor systemic
steroid treatment was effective in improving hearing loss.

Supplementary Materials: The following supporting information can be downloaded at: https:
/ /www.mdpi.com/article/10.3390/1ife12040543 /s1, Figure S1: Chronological progression of hearing
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Abstract: Clinical evidence of the effectiveness of cochlear implantation for hearing loss with mi-
tochondrial DNA mutation is limited. Most reports have only described short-term postoperative
speech perception, which may not reflect the limitations of cochlear implantation caused by progres-
sive retrocochlear dysfunction. The present study aimed to investigate long-term speech perception
after cochlear implantation in patients with severe to profound hearing loss associated with mitochon-
drial DNA mutation. A retrospective chart review was performed on patients with mitochondrial
DNA mutation who had undergone cochlear implantation at the Department of Otolaryngology
and Head and Neck Surgery at the University of Tokyo Hospital. We extracted data on causative
mutations, clinical types, clinical course, perioperative complications, and short-term and long-term
postoperative speech perception. Nine patients with mitochondrial DNA mutation underwent
cochlear implantation. The mean observation period was 5.5 + 4.2 years (range, 1-13 years), and
seven patients were followed for more than 3 years. Two of the seven patients who initially showed
good speech perception exhibited deterioration during long-term follow-up. The absence of an
acute progression of cognitive decline in patients, showing a gradual decrease in speech perception,
suggests that the deterioration of speech perception was caused by progressive retrocochlear de-
generation. Although most patients with mitochondrial DNA mutation maintained good speech
perception for more than 3 years after cochlear implantation, retrocochlear degeneration could cause
the deterioration of speech perception during long-term follow-up.

Keywords: cochlear implantation; retrocochlear dysfunction; mitochondrial gene mutations

1. Introduction

Mitochondria play an important role in intracellular adenosine triphosphate produc-
tion by oxidative phosphorylation, an essential energy source in nucleated cells. Muta-
tions in mitochondrial DNA (mtDNA) cause dysfunction, especially in tissues with high
metabolic demands. In patients with mtDNA mutations, organs that rely on aerobic energy
production, such as the visual pathway, heart, central nervous system, and skeletal muscle,
are primarily affected. The auditory pathway, including the cochlea, also has large energy
demand; therefore, the auditory pathway is an organ that can be profoundly affected by
mitochondrial disorders [1-3].
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More than half of the patients with mtDNA mutations are affected by a hearing im-
pairment at some time during the disease course [4—6]. Pathological mutations of the
mtDNA have been commonly found at the transfer RNAs (tRNAs). To date, more than
90 point mutations in 21 of the 22 mitochondrial tRNA genes have been reported [7,8].
Most of these mutations result in a decreased rate of mitochondrial protein synthesis,
causing a deficiency in the energy metabolism of the cell [9]. Approximately 50 muta-
tions of the tRNA genes have been associated with deafness [10]. Associated features of
hearing loss include encephalomyopathy, lactic acidosis and stroke-like episodes (MELAS
syndrome), diabetes (maternally inherited diabetes and deafness, or MIDD, syndrome),
ophthalmoplegia (chronic progressive external ophthalmoplegia, or CPEO, syndrome),
cardiac conduction abnormalities with retinopathy and ophthalmoplegia (Kearns-Sayre
syndrome), myoclonus epilepsy (myoclonus epilepsy associated with ragged-red fiber,
or MERREF, syndrome), ptosis, ophthalmoplegia, gastrointestinal dysmotility, cachexia,
peripheral neuropathy, and leukoencephalopathy (mitochondrial neurogastrointestinal
encephalopathy, or MNGIE, syndrome). Hearing loss is usually gradual at onset, initially
occurs at high frequencies, is predominantly bilaterally symmetrical, and progresses to pro-
found. Hearing loss in patients with mitochondrial diseases is mainly attributed to cochlear
dysfunction [11-15], but mitochondrial disorders can also affect the central nervous system,
including the central auditory pathway, and can cause psychomotor regression [4,16-19].
Roesch et al. [20] conducted a systematic review of knowledge on hearing loss in genet-
ically proven mitochondrial disease in children. A total of 75 patients from 23 studies
were included in the analysis. Retrocochlear hearing loss was found more often (33 out of
75 patients) than expected. Affected genes included OPA1 in 14 patients, FDXR in seven
patients, and MT-TL1 in six patients. The clinical courses of these patients, including the
age of onset and disease severity, showed diverse characteristics. Takahashi et al. [21]
reported histopathological examinations of human temporal bones in MELAS patients and
found severe degeneration of the stria vascularis and the spiral ganglion cells. There was
severe atrophy of the stria vascularis in all turns of the cochlea, and the remaining stria
cells showed vacuole formation and the presence of small, dark-staining, round, and ovoid
cells. Both the outer and inner hair cells were generally present, with scattered losses in the
lower basal turns. In addition to these findings, the total number of spiral ganglion cells
was reduced when compared with the mean values of normal newborn and age-matched
control samples, representing a mild neuronal loss. Many spiral ganglion cells showed
varying degrees of degenerative change, as evidenced by faint staining of the cytoplasm,
loss of cell membrane outline, and loss of nuclear definition. Other histopathological exami-
nations of the human temporal bone also demonstrated that mtDNA A3243G mutation can
involve not only the stria vascularis and hair cells but also the spiral ganglion cells [22,23].

A defect in the inner hair cells, the auditory nerve, the connection between them, or
the connection between the nerve and brain can lead to auditory neuropathy spectrum
disorder (ANSD). ANSD has been reported to be associated with head injury; infections
due to various viruses such as measles, mumps, and cytomegalovirus; and high fever and
is also caused by specific gene mutations, such as OTOF. ANSD is characteristic of relatively
mild hearing impairment with abnormal ABR response and poor speech recognition score,
while distortion product otoacoustic emission (DPOAE) is normal [24,25]. In a report
from Leruez et al. [26], 8 out of 19 patients with OPA1 gene mutation were reported to
have suspected ANSD. Sakai et al. [27] reported a patient with normal DPOAE who had
fluctuation of hearing threshold measured by ABR; because the peak latency of wave I
and wave V and the intervals of waves I-V were markedly delayed, the existence of a
retrocochlear problem was speculated to be a cause of hearing loss.

Cochlear implantation (CI) for patients with severe to profound hearing loss associated
with mtDNA mutations has been reported [19,21-23,28-35]. Howes et al. [36] reported a
case of MIDD with a speech score of 67% at one-month follow-up. Yasumura et al. [37]
reported a case of MELAS with a speech score of 72% at 3-month follow-up. Li et al. [34]
reported a case of MNGIE with a speech score of 56% at 3-month follow-up. All of these
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reports emphasized that CI is generally effective for patients with mtDNA mutations, but
most of them only described speech perception in the short-term postoperative period.
Therefore, it is unclear whether the effectiveness of CI is limited by the progression of
retrocochlear dysfunction and/or cognitive decline associated with mitochondrial disorder.
In fact, a patient has been reported to show poor postoperative speech perception associated
with cognitive problems in relatively long-term follow-up [38].

In the present study, we investigated not only short-term but also long-term speech per-
ception after CI in patients with profound hearing loss associated with mtDNA mutation.

2. Materials and Methods

A retrospective chart review was performed on patients who had undergone CI at the
Department of Otolaryngology and Head and Neck Surgery at the University of Tokyo Hos-
pital from 1991 to 2019. Nine patients were diagnosed with mtDNA mutations via genetic
testing, and the additional information extracted included the causative mutations, clinical
types, clinical course, perioperative complications, and postoperative speech perception.
The Fukuda version of the monosyllabic speech perception test was used to evaluate speech
perception before and after CI. Speech performance in noise was evaluated in four patients,
including two patients examined twice, using a CI-2004 Japanese open-set sentence test.
Tests were performed in quiet, SN20 and SN10. A DPOAE test and a promontory stim-
ulation test were performed to differentiate between retrocochlear and cochlear hearing
loss. Cases with obvious decline in attention, executive function, learning/memory, lan-
guage, perceptual /motor functions, and social cognitive functions during the examination
or as reported by family members were considered to have cognitive deterioration. The
present study was approved by the Regional Ethical Standards Committee of the Faculty
of Medicine at the University of Tokyo (application number 2487) and was conducted in
accordance with the tenets of the Declaration of Helsinki. Written informed consent was
obtained from the patients for publication of this study.

3. Results
3.1. Patient Characteristics

The characteristics of the nine patients with mtDNA mutations who underwent CI
are shown in Table 1. The mean age at CI was 45.0 &= 11.5 years (range, 22-64 years), and
the mean observation period was 5.5 &+ 4.2 years (range, 1-13 years). A3243G mutation
was identified in seven patients and RRM2B mutation and A8296G mutation were each
identified in one patient. Of the seven patients with A3243G mutation, six patients were
diagnosed with MIDD, and one was diagnosed with MELAS. A patient with the RRM2B
mutation was diagnosed with CPEQ, and a patient with the A8296G mutation only had
hearing loss. Among the subjects, there were no suspicious findings of cognitive decline
preoperatively. No patients showed any response in DPOAE tests, indicating that hearing
loss involved the cochlea. All patients except one (patient 7) showed good response in
promontory stimulation tests, which indicates that the retrocochlear auditory pathway was
markedly involved in patient 7 but not in others.
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Table 1. Summary of patients.
. . Causative Age of O.n set Age (?f Age at CI ObserYatlon Associated
Patient Disease Mutations of Hearing Becoming (vears) Period Svmptoms
Loss (years)  Deaf (years) y (years) ymp
1 MIDD A3243G 30 53 53 34 diabetes
2 MIDD A3243G 32 46 46 13 diabetes
3 MIDD A3243G 38 44 44 12.2 diabetes
4 MIDD A3243G 27 64 64 1.2 diabetes
5 MIDD A3243G 10 50 51 6.2 diabetes
6 MIDD A3243G 14 36 37 3.1 diabetes
myopathy, lactic
7 MELAS A3243G 10 44 46 4.0 acidosis, stroke-like
episode
8 - A8296G 7 21 22 45 -
9 CPEO RRM2Bs 5 43 43 2.2 mild external
ophthalmoplegia
Abbreviations: MIDD, maternally inherited diabetes with deafness; MELAS, mitochondrial myopathy, en-
cephalopathy, lactic acidosis, and stroke-like episodes; CPEO, chronic progressive external ophthalmoplegia;
CI, cochlear implantation.
3.2. Surgical Findings
No complications were observed during the surgery in any patient. A CI24M (Cochlear®,
Lane Cove, Australia) electrode was used in patients 1, 2, and 3; a CI24RE (Cochlear®)
electrode in patients 4, 5, 6, 7, and 9; and a CI422 (Cochlear®) electrode in patient 8. As
there were no malformed cochlear cases in this series, we chose the latest electrode at
surgery. All patients received CI only in the unilateral ear. Full insertion of CI electrodes
was achieved in all patients. Electrically evoked compound action potentials were detected
in all electrodes in all patients.
3.3. Postoperative Speech Perception
Postoperative speech perception results within 14 months after CI are shown in
Figure 1. Seven patients achieved scores of >50% in the Fukuda version of the mono-
syllabic speech perception test after CI, whereas two patients achieved scores of <50%
(patients 1 and 3).
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Figure 1. Short-term results of postoperative speech perception. Seven patients (B,D-I) achieved
scores > 50% after CI, and two patients (A,C) achieved poorer outcomes. CI, cochlear implantation.

The results of long-term postoperative speech perception are shown in Figure 2. Of the
seven patients who were followed for more than 3 years, three patients (patients 2, 3, and 5)
were followed for more than 5 years. Three patients (patients 2, 3, and 7) showed a decrease
in postoperative speech perception of 20% or more. Patient 2 had no identifiable reasons
for an acute deterioration in the first year and a gradual deterioration during the long-term
follow-up. There was no sign of device failure, such as increasing impedances, an increase
in clinical threshold level, or a reduced number of available electrodes in the course of
deterioration of speech perception. In patient 3, a temporal shift in speech perception
improved after mapping modification, and thereafter, no changes were observed during
the long-term follow-up period. In patient 7, an acute deterioration in the first year was
attributed to high-order brain dysfunction caused by cerebral infarction, but this episode
did not cause the limited usage of the implant or make it difficult to conduct a speech
perception test. After this episode, she showed a progressive decline in speech perception,
despite the absence of an additional central episode or cognitive decline. There was no
sign of device failure, such as increasing impedances, increases in threshold level by NRT,
increases in clinical threshold level, or a reduced number of available electrodes in the
course of deterioration of speech perception.

The results of sentence recognition tests in noise in four patients are shown in Table 2.
Noise significantly influenced speech perception in one patient (patient 4), showing a poor
score even in quiet conditions; this patient showed a progressive decline in the monosyllabic
speech perception test. The other three patients maintained good scores under noise
exposure, and two of them, who were examined twice using a sentence recognition test in
noise, showed stable performance for more than three years; these patients also showed
stable performance in long-term monosyllabic speech perception tests.
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Figure 2. Long-term results of postoperative speech perception. Postoperative speech perception for
seven patients. * Three patients with speech perception reduced by 20% or more.

Table 2. Results of speech in noise test.

Patient Tested Year (Years after CI) In Quiet (%) S/N20 (%) S/N10 (%)
4 5.2 45 20 -
5 1.3 95 95 58
3.9 100 95 78
6 1.5 98 97 73
8 1.5 98 100 57
3 100 92 -

A CI 2004 speech test was conducted in four patients at some point after CI. CI, cochlear implantation.

4. Discussion

In the present study, we investigated the short-term and long-term postoperative
speech perception in nine patients who underwent CI for profound hearing loss with
mtDNA mutation. Seven patients exhibited a good score of >50% in the Fukuda version of
the monosyllabic speech perception test during the first postoperative year, but two of the
seven patients showed deterioration during the long-term follow-up period. The short-term
results in the current study agree with those in previous reports. Sinnathuray et al. [6] com-
pared the results of postoperative speech perception in 12 patients with mtDNA mutations
from 1997 to 2002 and reported good results irrespective of disease type, severity, and
duration of hearing loss. Nawal et al. [39] conducted a systematic review of cochlear im-
plantation outcomes in patients with mitochondrial hearing loss. In that study, 13 patients
from 11 studies performed speech perception tests, and 10 out of 11 patients scored more
than 50% in either speech, word, or phoneme recognition tests.

Deafness associated with mtDNA abnormalities is mainly attributed to dysfunction
of the inner ear [11-15], but the retrocochlear auditory pathway may also be
involved [4,16,17,21-23]. Short-term improvements in speech perception after CI may
wane during long-term follow-up due to the degeneration of the spiral ganglion cells
or cognitive decline due to progressive mitochondrial disorder. In a recently reported
retrospective case series of five patients with mitochondrial diseases, including MELAS and
MIDD, speech perception was preserved during the long-term follow-up period in four
patients, but one patient could only use implants for several hours per day and could not
conduct the speech perception test within 2 years of surgery [38]. In that report, the authors
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speculated that cognitive decline from the disease made the patient unable to recognize the
importance of using the implant for the establishment of speech perception.

In the current study, two patients who initially achieved good speech perception ex-
hibited a decrease in speech perception during the long-term follow-up period. In patient 2,
neither cognitive decline nor deterioration of the device itself, such as a decrease in the
number of available electrodes or an increase in the impedance of electrodes, were observed;
therefore, progressive retrocochlear dysfunction was considered as the cause of the dete-
rioration in speech perception. In another patient (patient 7), the initial decline in speech
perception was associated with cerebral infarction, but the absence of additional central
episodes, cognitive decline, or deterioration of the device itself thereafter suggests that the
decline in speech perception during the long-term follow-up after cerebral infarction may
be associated with progressive retrocochlear impairment associated with mtDNA mutation.

Previous studies [22-37,40,41] and short-term observations in the present study indi-
cate that patients with mtDNA mutations are good candidates for CI. Notably, however,
the long-term observations in the present study also suggest that retrocochlear dysfunction
may be responsible for the long-term deterioration of speech perception after CI in pa-
tients with mtDNA mutations. Several reports [42-44] have investigated long-term speech
performance in patients receiving CI and have observed no decline in speech perception
performance. For example, Hilly et al. [42] examined 87 cochlear implant recipients, includ-
ing 22 patients over 70 years of age, with a mean follow-up of 6.8 years, and found that
most patients had a stable outcome during the follow-up period. Even in patients who are
older, 13.6 percent improved and none had a reduction in score of more than 20 percent.
Dillon et al. [43] followed 14 cochlear implant recipients aged 65 years and older for at least
10 years and found that consonant-nucleus—consonant word scores were stable between
6 months and 1 year of listening experience, improved significantly between 1 year and
5 years, and were stable between 5 years and 10 years. Hearing in Noise Test sentence
scores in quiet and in noise showed a similar pattern, with stability in performance between
the 6-month to 1-year and 5-year to 10-year follow-up intervals, and significantly improved
performance between the 1-year and 5-year follow-up intervals. Therefore, diagnosis of
mitochondrial diseases will have an impact on long-term performance of CI as well as
future progression of hearing loss. Although CI has the potential to improve the quality
of life in these patients, surgeons need to provide information about the possibility of
gradual deterioration of speech perception in the long term after CI, so that patients and
their families can prepare their future living environments and support. At our institution,
we evaluate for mitochondrial genetic abnormalities at the time of initial consultation in
patients with symptoms and signs suggestive of maternal inheritance.

Because no objective assessment data were available to confirm the progression of
retrocochlear dysfunction, there were no clear predictors of the deterioration of speech
perception during the long-term follow-up period. Preoperative diagnosis of retrocochlear
involvement may have some impact on long-term performance of CI. All patients in our
case series showed an absence of DPOAE response, indicating cochlear involvement. Ab-
sent or poor response in promontory stimulation tests indicates retrocochlear dysfunction.
In the present study, two patients showed deterioration of speech performance during
follow-up; one of them (patient 7) showed poor response in the promontory stimulation
test, but the other (patient 2) showed good response. Therefore, it is unclear if preoperative
retrocochlear involvement can predict the decline in speech perception in the long-term
period. Breneman et al. [45] reported a long-term outcome of cochlear implantation in
patients with auditory neuropathy spectrum disorder (ANSD). In that study, 35 patients
with a follow-up period of more than six years on average showed as good a response as
children with non-ANSD SNHL, which suggests that diagnosis of retrocochlear disease is
not sufficient to predict the long-term benefit of CI. Superficial hemosiderosis is also known
to present retrocochlear deafness. In a systematic review by Chaudhry et al. [46], 31 out
of 44 patients showed improved hearing outcomes following CI, and 22 implants had
sustained benefit at the last follow-up. They concluded that longevity of benefit was diffi-
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cult to predict because of the progressive nature of the disease and a lack of preoperative
prognosticators. Pijl et al. [41] used electrically evoked auditory brainstem response (EABR)
and middle latency response (MLR) data derived from two patients with Kearns—Sayre
syndrome and found that EABR and MLR were useful for distinguishing between cochlear
and retrocochlear hearing loss and for predicting outcomes after CI. Rosenthal et al. [40]
reported EABR and MLR data derived from a patient with MELAS syndrome who had sig-
nificant central nervous system deficits, and proposed prioritizing MLR testing rather than
EABR to evaluate the integrity of the auditory pathway. Introduction of these examinations
may be useful for the prediction of future performance.

There have been several reports that older adult cochlear implant users have poorer
performance of speech in noise compared to younger adults. This may be due to the fact
that listening in noise is more susceptible to retrocochlear auditory pathway damage [47,48].
Although the present study could not provide sufficient data, it may be possible to predict
the deterioration of speech performance with progression of retrocochlear dysfunction by
repeated evaluation under noise conditions.

Generally, central nervous system symptoms, such as stroke-like episodes in MELAS
patients, progress slowly [49,50]. Therefore, retrocochlear dysfunction after Cl is also likely
to progress slowly. Long-term observation may reveal deterioration of speech perception
in our patients followed for less than 5 years.

It should be noted that heterogeneity of the presented samples may affect the inter-
pretation of the results because of the relatively small number of cases. Although the time
from deafness to surgery was around one year in most cases, there was diversity in the
onset of hearing loss and the age of surgery. Heteroplasmy is also known to affect disease
severity and the expression pattern of the impairment across organs and tissues [51,52], but
was not analyzed in this study.

5. Conclusions

We retrospectively reviewed short-term and long-term speech perception after CI
in nine patients with deafness associated with mtDNA mutations. Two of the seven
patients who initially achieved good speech perception scores exhibited a deterioration in
speech perception during the long-term follow-up. The absence of acute progression of
cognitive decline in conjunction with the gradual decline in speech perception suggests
that retrocochlear dysfunction associated with mitochondrial disorder could be responsible
for the deterioration of speech perception.
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Abstract

Purpose: To investigate walking ability in Japanese patients with Rett syndrome (RTT).

Methods: Walking ability was assessed in 100 female Japanese patients with RTT using univariate and multivariate analysis in all
age groups, and in patients over 10 years of age. We analyzed walking ability and confounding factors including prenatal-perinatal
histories, developmental milestones, somatic and head growth, anthropometric data, body mass index, age of loss of purposeful
hand use, age at onset of stereotypic hand movement, history of autistic behavior, age at regression, presence or absence of seizures,
and the results of MECP2 genetic examination from the Japanese Rett syndrome database.

Results: Univariate analysis revealed that acquisition of walking in all age groups was significantly correlated with the acquisi-
tion of meaningful words, microcephaly, and crawling (P < 0.0001, P = 0.005, P < 0.0001, respectively). Univariate analysis revealed
that walking ability over 10 years of age was significantly correlated with acquisition of meaningful words, microcephaly, and body
mass index (P < 0,0001, P = 0.005, P = 0.0018, respectively). MECP2 mutations R306C, R133C, and R294X were significantly asso-
ciated with different acquisition of crawling (P = 0.004) and walking (P = 0.01). Multivariate analysis revealed that only acquisition
of meaningful words was significantly correlated with walking ability over 10 years of age. This trend excluded the genetic effects of
R306C, R133C, and R294X.

Conclusions: Meaningful word acquisition was robustly associated with walking ability over 10 years. Prognosis of walking abil-
ity may be predicted by the acquisition of meaningful words. This information is potentially useful for early intervention and the
planning of comprehensive treatment for young children with RTT.
© 2020 The Japanese Society of Child Neurology. Published by Elsevier B.V. All rights reserved.
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1. Introduction

Rett syndrome (RTT) (OMIM #312750) is a neu-
rodevelopmental disorder primarily affecting females.
Most cases of RTT are caused by de novo mutations
in the gene encoding methyl-CpG binding protein 2
(MECP2) [1]. Approximately 90%-95% of typical RTT
cases exhibit loss-of-function mutations in the MECP2
gene of the X-chromosome [2].

Clinical manifestations include microcephaly, loss of
psychomotor abilities, intellectual disability (ID), autis-
tic behaviors, and hand stereotypies. Recent large
cross-sectional studies revealed substantial clinical vari-
ability in MECP2 mutations [2]. It has been reported
that girls and women with the mutations p.Arg270*
(R270X) or p.Arg255* (R255X) present with more sev-
ere motor disability, whereas those with mutations p.
Arg306Cys*, p.Argl33Cys*, and p.Arg294* (R306C,
R133C, R294X, respectively), and C-terminal deletions
exhibit a milder phenotype, and, in most cases, acquire
the ability to walk [3-7]. However, it is difficult to esti-
mate genotype-phenotype correlations because of the
role of X inactivation. In the present study, we utilized
the Japanese Rett syndrome database (JRSD), which
was established in October 2012 and contains clinical
data from over 102 RTT patients. Walking ability is
important for family counselling and planning for the
provision of care for young children with RTT. In the
current study, we investigated factors related to ambula-
tion ability in young children over 10 years of age with
or without genetic effects, based on the JRSD.

2. Patients and methods
2.1. Japanese Rett syndrome database and subjects

The JRSD is operated by management officers con-
sisting of child neurologists and RTT family associa-
tions, and is supported by the Japanese government.
The registration document is completed with a combina-
tion of parents’ questionnaire responses and doctor’s
examination data after children’s diagnosis with RTT
with clinical criteria and/or genetic abnormality [2]. A
total of 102 female patients with RTT were registered
from October 2012 to December 2015. For the current
study, we obtained informed consent from all RTT par-
ents and ethical approval from each institution. The
JRSD registration document contains prenatal/perinatal
history, developmental milestones, somatic and head
growth, anthropometric data, growth status (body mass

index [BMI]), age at regression, age at development of
stereotypic hand movement, loss of purposeful hand
function, history and age of onset of autistic behavior,
eating and swallowing ability, vocalization/verbaliza-
tion, periodic breathing, hand and foot temperature,
dystonia, tremor, seizures, scoliosis, muscle tonus, den-
tal and oral problems, and genetic examinations.

2.2. Gene testing

Total genomic DNA was prepared from peripheral
blood leukocytes according to standard procedures. Par-
ticipants in this study underwent complete MECP2
mutation analysis, including exon 1 and evaluation for
large DNA rearrangement, by Southern blotting or by
multiple ligation-dependent  probe amplification
(MLPA) analysis. Whole exome sequencing (WES)
was performed in some patients, as previously described

(8.
2.3. Sentinel surveillance and statistical analyses

The Kaplan—Meier method was used to estimate sur-
vival curves and the log-rank test was used to compare
estimated survival curves. In addition, univariate and
multivariate logistic regression models were employed
to test the relationships between walking ability over
10 years of age and other factors. All variables were
visually inspected to assess their distribution. When
variables were judged to be skewed and the normality
assumption was not tenable, non-parametric tests,
Spearman’s rank correlations and Mann-Whitney U-
tests were employed. x> test and Fisher’s exact test were
used to examine the relationships between categorical
variables. P-values less than 0.05 were considered to
indicate significant differences. JMP Pro 13 (SAS insti-
tute, Cary, NC, USA) was used to perform all data anal-
yses. The research protocol was approved by the Ethics
Committees of National Center of Neurology and Psy-
chiatry, and the Ethics Committees of each participating
institution.

3. Results

Two patients were excluded from the study because
of incomplete data for RTT diagnosis, according to
recent clinical diagnostic criteria [2]. We analyzed regis-
tered data from 86 typical and 14 atypical RTT patients.
All patients were female, and ages ranged from 1 year to
43 years of age (mean + SD; 14.5 4+ 11.2 years of age;
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Table 1
Clinical distribution in Japanese Rett Syndrome Database.

707

Symptoms Age at registration
1-5 yrs 6-10yrs 11-15yrs 16-20yrs >21yrs Total
Number of patients 19 25 18 6 32 100
Main criteria
Partial/complete loss of acquired purposeful hand skills 19(100) 23 (92.0) 14 (77.8) 5(83.3) 25 (78.1) 86 (86)
Partial/complete loss of acquired spoken language 10 (52.6) 13 (52.0) 12 (66.7) 4 (66.7) 21 (68.8) 60 (60)
Gait abnormalities 17 (89.4) 22 (88.0) 17 (94.4) 6 (100) 30 (93.8) 92 (92)
Stereotypic hand movements 19 (100) 24 (96.0) 18 (100) 6 (100) 32 (100) 99 (99)
Supportive criteria
Breathing disturbances when awake 11 (57.8) 17 (68.0) 13 (72.2) 6 (100) 18 (56.3) 65 (65)
Bruxism when awake 14 (73.6) 20 (80.0) 13 (72.2) 5(83.3) 18 (56.3) 70 (70)
Impaired sleep pattern 11 (57.8) 14 (56.0) 8 (44.4) 6 (100) 22 (68.8) 61 (61)
Abnormal muscle tone 19 (100) 19 (76.0) 15(83.3) 6 (100) 29 (90.6) 88 (88)
Peripheral vasomotor disturbances 18 (94.7) 24 (96.0) 18 (100) 6 (100) 28 (87.5) 94 (94)
Scoliosis/kyphosis 3 (15.7) 12 (48.0) 14 (77.8) 6 (100) 29 (90.6) 64 (64)
Inappropriate laughing/screaming spells 18 (94.7) 20 (80.0) 15 (83.3) 6 (100) 20 (62.5) 79 (79)
Autistic behavior with intense eye communication 16 (84.2) 16 (64.0) 13 (72.2) 6 (100) 24 (75.0) 75 (75)
Epilepsy 7 (36.8) 16 (64.0) 13 (83.3) 6 (100) 26 (81.3) 68 (68)

N = number of patients; yrs = years.

Table 2
Distribution of MECP2 mutations in Japanese Rett Syndrome
Database.

Number of patients per total

92/102 (90.2%)
88/92 (95%)

MECP2 mutation examination
MECP2 mutations, identified

Typical 86/102 (84%)
Genotype N(%)
R168X 11 (11.8)
T158M 8 (8.6)
R255X 8 (6.4)
R270X 5(5.4)
R294X 5(5.4)
R133C 5(5.4)
R306C 4(4.3)
R306W 3(3.2)

median; 11.4 years of age). Table 1 shows the age distri-
bution and frequency of symptoms and signs. Of 100
RTT patients, 92 (92%) underwent genetic examination
by Southern blotting, MLPA, or WES.

Of these patients, 88 (95%) exhibited various MECP2
mutations (Table 2). MECP2 mutations included
R168X (11 patients) (12.5%), T158M (eight patients)
(9%) and R255X (six patients) (6.8%) (Table 2). All
patients developed head control (median; 4 months of
age). Ninety-seven patients acquired the ability to roll
over (median; 6 months), while three were never able
to roll over (3%). Seventy-nine patients were able to sit
unassisted (median; 8 months) (79%). Fifty-six patients
acquired the ability to crawl (median; 11 months)
(56%). Forty-nine patients did not acquire the ability
to walk without support (median; 18 months) (49%).
The age of acquisition of walking ranged from
11 months to 72 months (median: 18 months). Forty

patients did not develop the ability to produce meaning-
ful words (40%). Among the other patients, the age of
first meaningful words ranged from 10 months to
72 months of age. Fifty-eight patients exhibited a
severely small head circumference (56%).

3.1. Correlation of acquisition of walking ability,
meaningful words and microcephaly

We hypothesized that walking ability over 10 years of
age may be related to a range of factors highlighted in
previous studies, as follows: acquisition of meaningful
words, presence or absence of microcephaly, dystonia,
abnormal muscle tone, breathing abnormalities, age of
onset of stereotypic hand movement, age of regression
of hand function, and presence or absence of scoliosis
[9-12].

First, we analyzed all data related to motor function,
then examined acquisition of walking ability in all age
groups. The Kaplan—Meier method was used to assess
the relationships between acquisition of head control,
sitting alone, crawling, meaningful words, microcephaly
and acquisition of walking. Fig. 1 shows the estimated
mean proportion of patients who acquired walking at
all ages, for 100 patients. The proportion of patients
who acquired the ability to walk increased until
100 months, then tended to flatten. Patients who
acquired meaningful words showed a significantly
greater rate of acquiring walking than those who did
not acquire meaningful words, for all age groups
(P < 0.001). Patients with absence of microcephaly
exhibited a significantly greater rate of acquiring of
walking than those with microcephaly (P = 0.005).
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Fig. 1. Relationship between walking ability, acquisition of meaningful speech and microcephaly Walking ability was significantly different between
patients who acquired meaningful words and those who did not acquire meaningful words, P < 0.001 (A). Walking ability was significantly different
between patients with and without microcephaly, P = 0.005 (B), Kaplan-Meier method.

3.2. Acquisition of walking and effect of MECP2
mutation type (R306C, RI33C, R294X)

Genotype MECP2 mutation severity was categorized
into mild (R306C, R133C, R294X) and other, based on
previous reports [13]. To assess acquisition of walking,
we also excluded R306C, R133C, R294X gene muta-
tions, because an increasing number of patients with
RTT did not undergo MECP2 gene testing in recent
years. Fig. 2 shows an analysis of the acquisition of
crawling (Fig. 2A) and walking (Fig. 2B) in relation to
gene mutations, including R306C, R133C, R294X and
other mutations. The rate of acquisition of crawling

increased with age, until 30 months (Fig. 2A), and the
number of patients that acquired walking increased until
40 months of age, then tended to flatten (Fig. 2B).
Patients with mild phenotype mutations (R306C,
R133C, R294X) exhibited significantly higher rates of
acquiring crawling and walking (P = 0.004, P = 0.01,
respectively).

3.3. Analysis of walking ability over 10 years of age
Age distribution was observed and analyzed in two

age categories: over 10 years old, and all ages [12,13].
According to previous studies of motor symptoms

Fig. 2. Crawling and walking ability were significantly different between patients with MECP2 mutations of R306C, R133C, R294X and other
mutations Crawling ability and walking ability were significantly different between patients with MECP2 mutations of R306C, R133C, R294X and
other mutations. P = 0.004 (A), and P = 0.01 (B), respectively, Kaplan—-Meier method.
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including walking, we divided patients into four groups,
as follows: those currently able to walk, those who were
previously able to walk then lost walking ability, those
unable to walk at over 10 years of age, and those with
unknown walking status (Fig. 3). Of 56 patients over
10 years old, 31 were currently able to walk, 17 patients
never learned to walk, six patients had lost the ability to
walk, and two patients had unknown walking status. We
divided participants into two groups depending on
walking prognosis, as follows: participants who were
still walking after 10 years of age, and a group of partic-
ipants who were able to walk previously then lost the
ability to walk, or who had never walked (Figs. 3, 4).
The Kaplan—Meier method was used to assess the rela-
tionships between acquisition of crawling, acquisition
of meaningful words, and walking ability over 10 years
of age. The results shown in the figures indicate that
walking ability was related to the acquisition of crawling
(Fig. 4A), and the acquisition of meaningful words
(Fig. 4B) over 10 years of age. As shown in Fig. 4, the
proportion of patients with the ability to walk over
10 years of age was significantly related to the acquisi-
tion of crawling, and the acquisition of meaningful
words (P < 0.001, P < 0.001, respectively).

Univariate analysis and multivariate analysis were
used to assess the relationships between walking ability
and early clinical signs. Univariate analysis revealed that
walking ability was significantly correlated with mean-
ingful word acquisition, microcephaly and BMI
(P <0.0001, P=0.005, P =0.0018, respectively). Lower
BMI was negatively correlated with walking ability
(Table 3). Walking ability was not related to dystonia,
abnormal muscle tone, presence of breathing abnormal-
ities, stereotypic hand movement, regression of hand
function, or scoliosis. Multivariate analysis revealed that
walking ability was only significantly correlated with

meaningful words (P = 0.0003; odds ratio = 15.872).
Even when we excluded gene effects, acquisition of
meaningful words was the only robustly significant fac-
tor associated with walking ability over 10 years of age.
Microcephaly, BMI, dystonia, scoliosis, and crawling
were not correlated with walking ability over 10 years
of age (Table 4).

4. Discussion

RTT, a neurodevelopmental disorder predominantly
affecting females, has been characterized by apparently
normal initial development followed by frank regression
of fine motor and communication skills, typically
between 6 and 18 months of age [13]. Our univariate
analysis revealed that walking ability was correlated
with crawling, meaningful word acquisition, micro-
cephaly, MECP2 mutation type, and BMI. Multivariate
analysis revealed that only meaningful word acquisition
was robustly related to walking ability when patients
were over 10 years old. A previous study reported that
walking was delayed in 30/38 RTT patients (79%); of
these, 18 patients could not crawl until 4 years of age
[14]. Furthermore, 55% of patients began to walk with-
out having acquired the ability to crawl [14]. Another
study reported that patients that had obtained meaning-
ful words began crawling and walking significantly ear-
lier than those without meaningful word acquisition,
using univariate analysis [15]. Never acquiring the abil-
ity to walk is reported to be related to the early loss of
language [11]. The abnormal acquisition of early skills
is reported to be in accord with a marked decrease in
head size beginning in early postnatal life [16], and the
current data support these previous findings. In the cur-
rent study, acquisition of meaningful words was a
robust factor related to various symptoms or functions,

m still walking = never walking = previous walking = unknown

Fig. 3. Division of patients into four groups based on acquired and sustained walking abilities over 10 years of age We divided patients into four
groups based on acquired and sustained walking abilities over 10 years of age: currently able to walk, previously able to walk but cannot walk at
present, never able to walk, and unknown. Of 56 patients over 10 years old, 31 were currently able to walk, 17 patients never learned to walk, six
patients had lost the ability to walk, and two patients had unknown walking status.
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Fig. 4. Relationships between walking ability, crawling ability, and acquisition of meaningful words over 10 years of age For patients over 10 years
old, walking ability was significantly different between those who acquired crawling and those who did not acquire crawling (P <0.001) (A). Walking
ability was significantly different between patients who acquired meaningful words and those who did not acquire meaningful words (P < 0.001) (B),
Kaplan—Meier method. We divided participants into two groups depending on walking prognosis, as follows: participants who were still walking
after 10 years of age, and participants who were either able to walk then lost walking ability or who were never able to walk (Fig. 3).

Table 3

Univariate analysis of walking ability and other factors over 10 years of age.

Factors All patients with RTT Excluding the patients with R306C, R133C, R294X variants
Odds ratio P-value Odds ratio P-value

Meaningful words 7.125 <0.0001 7.959 0.0001

Microcephaly 0.265 0.005 0.261 0.0071

Dystonia 0.833 0.7357 0.831 0.7617

Scoliosis 0.778 0.6572 0.786 0.6905

BMI 1.279 0.0018 1.372 0.0019

Walking ability was significantly correlated with the acquisition of meaningful words, microcephaly and BMI; P < 0.0001, P = 0005, P = 0.0018,
respectively. Lower BMI was negatively correlated with walking ability. BMI: Body Mass Index

Table 4

Multivariate analysis of walking ability and other factors over 10 years of age.

Factor All patients with RTT Excluding the patients with R306C, R133C, R294X variants
Odds ratio P-value Odds ratio P-value

Meaningful words 15.872 0.0003 16.506 0.0015

Microcephaly 1.366 0.7132 1.706 0.5877

Dystonia 0.526 0.4024 0.685 0.6623

Scoliosis 0.758 0.7357 0918 0.921

BMI 1.192 0.1186 1.257 0.1452

Walking ability was significantly correlated with the acquisition of meaningful words (P = 0.0003; odds ratio = 15.872). Although we excluded the
effects of genes, meaningful word acquisition was significantly correlated with walking ability.

including cortical ability (microcephaly), growth/nutri-
tion (BMI), motor ability (crawling), and genotype.
Witt-Engerstrom et al. reported that, on the basis of
acquired and sustained walking ability, patients with
RTT aged 22-44 years could be divided into three
groups: currently walking, previously walking, and
never able to walk [12]. Dystonic signs were most com-
mon among patients who were previously able to walk
then became unable to walk. Early progression of scol-
iosis and weakness were most prevalent among patients
who were never able to walk [12]. Extrapyramidal signs,

including stereotypic hand movements, gait disturbance,
bruxism, bradykinesia, hypomimia, scoliosis, rigidity
and dystonia, have been observed in almost all patients
with RTT, affecting the daily lives and walking ability of
patients [17,18]. We divided patients over 10 years of age
into four groups (Fig. 3). Walking ability was related to
meaningful words, but dystonic signs and scoliosis were
not related to walking ability. The discrepancy between
the current findings and the previous report may have
arisen because the diagnosis of dystonia was not
reported in our study [12]. Data regarding dystonia were
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collected in 67 of 100 cases (67%). Among these 67 cases,
the presence of dystonia in patients with RTT was
reported in 20 cases (29.9%). Over 10 years, data regard-
ing dystonia were collected in 42 of 56 cases (75%).
Among these 42 cases, dystonia was reported in 14 cases
(33.3%). It is possible that the diagnosis of dystonia is
difficult in some cases, and our database did not include
the detail of the neurological examination of extrapyra-
midal signs. Unfortunately, we also did not evaluate the
severity of scoliosis in the current study.

Our study confirmed the importance of genotypes
associated with severe and mild phenotypes [3-5]. Tar-
quine et al. reported that typical RTT was associated
with more severely affected growth (height, weight, head
circumference, and BMI) than atypical RTT. Decreased
growth, including body weight, height and micro-
cephaly, was associated with more impaired develop-
ment, higher disease severity, and specific MECP2
mutations (pre-C-terminal truncation, large deletion,
T158M, R168X, R255X, and R270X) [16]. In previous
reports, the mutations T158M, R255X and R168X,
and R270X have generally been associated with more
severe phenotypes, while R306C, R133C, R294X and
3’ truncations have been associated with less severe dis-
ease [3-5]. Patients with R306C, R133C, R294X and 3’
truncations are reported to acquire more gross motor
skills and lose fewer skills, particularly in fine motor
and expressive language abilities [6,7]. However specific
mutations may not be the only determinant of severity
within specific individuals due to the existence of other
factors, such as X-chromosome inactivation, genetic
background (the interplay of other genetic variations),
and distribution of abnormal genes in specific brain
regions [3,5,19.20]. Mutation type has some effect on
the phenotypic manifestation of RTT, and the pattern
of X inactivation is thought to determine phenotypic
severity [21]. MECP2 interacts with a wide variety of
cofactors. The intrinsically disordered nature of MECP2
permits a high degree of structural flexibility, allowing
MECP?2 to interact with many diverse protein partners.
MECP2 utilizes a variety of mechanisms to regulate
gene expression, which is dependent on the proteins with
which it interacts at any given time. The clinical variabil-
ity of these mutation suggests that it plays a major role
in the function of MECP2 protein [22].

The database used in this study included information
provided by parents and caregivers of RTT patients,
with confirmation by a pediatric neurologist. Further-
more, 92 of 100 (92%) RTT participants underwent gene
testing. Using a Japanese database, our results revealed
that acquisition of meaningful words was the only factor
that was robustly and significantly correlated with walk-
ing ability over 10 years. However, microcephaly, dysto-
nia, scoliosis and BMI were not correlated with walking
abilities in the multivariate analysis.
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5. Limitations of this study

Several limitations of this study may should be con-
sidered in interpreting the results. The principal limita-
tion was the relatively small sample size of the study,
limiting the generalizability of the results. Our study also
used a cross-sectional design. However, our study also
had several unique features, including collaborative
study of parents or caregivers, and direct examination
by a pediatric neurologist. In most previous studies,
data were derived from questionnaires without direct
assessment of participants by clinicians experienced in
the diagnosis of RTT. In addition, we performed multi-
variate analysis, because many factors may be tightly
linked with other factors.

In conclusion, our findings may be useful for inform-
ing the development of early intervention methods, and
the planning of comprehensive treatment for young
infants with RTT. The acquisition of meaningful words
was only significantly correlated with walking ability
over 10 years of age among patients with RTT.

Author contributions

All authors have been involved in drafting or revising
the manuscript, have given final approval, and agree to
be accountable for all aspects of the work involved.
Each author’s individual participation is outlined below.
TS, Shin N, ST, TM, and MI did the conceptualization
and design of the study and acquisition, analysis, and
interpretation of the data. MK and TK did the statisti-
cal analysis of the data. Tetsu T, KY, SN, TT, YY, YK,
and CH performed the follow-up examinations and
interpretation of the data.

Sources of funding

This work was partially supported by a Grant-in-Aid
for Research from the Japan Agency for Medical
Research and Development (AMED) and a grant for
research on Rare and Intractable Disease from the Min-
istry of Health, Labour and Welfare, Japan.

This work was partly supported by Grants-in-Aid for
Scientific Research (No. 18K07893 to TM) from the
Ministry of Education, Culture, Sports, Science and
Technology, MEXT, and also partly supported by JSPS
KAKENHI Grant Number 16H01880 to TM).

Conflict of interest

None of the authors have conflicts of interest to
declare.



712 T. Saikusa et al. | Brain & Development 42 (2020) 705-712

References

[1] Amir RE, Van den Veyver IB, Wan M, Tran CQ, Francke U,
Zoghbi HY. Rett syndrome is caused by mutations in X-linked
MECP2, encoding methyl-CpG-binding protein 2. Nat Genet
1999;23:185-8.

[2] Neul JL, Kaufmann WE, Glaze DG, Christodoulou J, Clarke AJ,
Bahl-Buisson N, et al. Rett syndrome: revised diagnostic criteria
and nomenclature. Ann Neurol 2010;68:944-50.

[3] Neul JL, Fang P, Barrish J, Lane J, Caeg EB, Smith EO, et al.
Specific mutations in methyl-CpG-binding protein 2 confer
different severity in Rett syndrome. Neurology 2008;70:1313-21.

[4] Smeets EE, Chenault M, Curfs LM, Schrander-Stumpel CT,
Frijns JP. Rett syndrome and long term disorder profile. Am J
Med Genet Part A 2009;149A:199-205.

[5] Bebbington A, Anderson A, Ravine D, Fyfe S, Pineda M, de
Klerk N, et al. Investigation genotype-phenotype relationships in
Rett syndrome using an international data set. Neurology
2008;70:868-75.

[6] Robertson L, Hall SE, Jacoby P, Ellaway C, de Klerk N, Leonard
H. The association between behavior and genotype in Rett
syndrome using the Australian Rett Syndrome Database. Am J
Med Genet B Neuropsychiatr Genet 2006;141:177-83.

[7] Lane JB, Lee HS, Smith LW, Cheng P, Percy AK, Glaze DG,
et al. Clinical severity and quality of life in children and
adolescents with Rett syndrome. Neurology 2011;77:1812-8.

[8] Iwama K, Mizuguchi T, Takeshita E, Nakagawa E, Okazaki T,
Nomura Y, et al. Genetic landscape of Rett syndrome-like
phenotypes revealed by whole exome sequencing. J Med Genet
2019;56:396-407.

[9] Kerr AM, Prescott RJ. Predictive value of the early clinical signs
in Rett disorder. Brain Dev 2005:S20-4.

[10] Killan JT, Lane JB, Lee HS, Skinner SA, Kaufmann WE, Glaze
DG, et al. Scoliosis in Rett syndrome: progression, comorbidities,
and predictors. Pediatr neurol 2017;70:20-5.

204

[11] Huppke P, Held M, Laccone F, Hanefeld F. The spectrum of
phenotypes in females with Rett syndrome. Brain Dev
2003;25:346-51.

[12] Witt-Engerstrom I, Hagberg B. The Rett syndrome: gross motor
disability and neural impairment in adults. Brain Dev
1990;12:23-6.

[13] Neul JL, Lane JB, Lee H-S, Geet S, Barrish JO, Annese F, et al.
Developmental delay in Rett syndrome: data from the natural
history study. J Neurodev Disord 2014;6:20.

[14] Segawa M. Early motor disturbances in Rett syndrome and its
pathophysiological importance. Brain Dev 2005;27:S54-8.

[15] Segawa M. Pathophysiology of Rett syndrome from the stand-
point of clinical characteristics. Brain Dev 2001;23:594-8.

[16] Tarquino DC, Motil KJ, Hou W, Lee H-S, Glaze DG, Skinner
SA, et al. Growth failure and outcome in Rett syndrome.
Neurology 2012;79:1653-61.

[17] FitzGerald PM, Jankovic J, Glaze DG, Schultz R, Percy AK.
Extrapyramidal involvement in Rett’s syndrome. Neurology
1990;40:293-5.

[18] Temudo T, Ramos E, Dias K, Barbot C, Vieira JP, Moreira A,

et al. Movement disorders in Rett syndrome: an analysis of 60

patients with detected MECP2 mutation and correlation with

mutation type. Mov Disord 2008;23:1384-90.

Schanen C, Houwink EJ, Dorrani N, Lane J, Everett R, Feng A,

et al. Phenotypic manifestations of MECP2 mutations in classical

and atypical Rett syndrome. Am J Med Genet 2004;126A:129-40.

[20] Cuddapah VA, Pillai RB, Shekar KV, Lane JB, Motil KIJ,
Skinner SA, et al. Methyl-CpG-binding protein 2 (MECP2)
mutation type is associated with disease severity in Rett syn-
drome. J Med Genet 2014;51:152-8.

[21] Downs J, Leonard H, Wong K, Newton N, Hill K. Quantification
of walking-based physical activity and sedentary time in individ-
uals with Rett syndrome. Dev Med Child Neurol 2017;59:605-11.

[22] Leonard H, Cobb S, Downs J. Clinical and biological progress
over 50 years in Rett syndrome. Nat Rev Neurol 2017;13:37-51.

[19

=


http://refhub.elsevier.com/S0387-7604(20)30176-5/h0005
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0005
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0005
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0005
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0010
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0010
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0010
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0015
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0015
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0015
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0020
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0020
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0020
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0025
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0025
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0025
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0025
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0030
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0030
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0030
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0030
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0035
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0035
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0035
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0040
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0040
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0040
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0040
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0045
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0045
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0050
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0050
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0050
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0055
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0055
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0055
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0060
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0060
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0060
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0065
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0065
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0065
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0070
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0070
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0075
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0075
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0080
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0080
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0080
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0085
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0085
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0085
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0090
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0090
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0090
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0090
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0095
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0095
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0095
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0100
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0100
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0100
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0100
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0105
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0105
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0105
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0110
http://refhub.elsevier.com/S0387-7604(20)30176-5/h0110

Received: 19 August 2019

Revised: 12 November 2019

Accepted: 13 November 2019

DOI: 10.1002/mgg3.1088

CLINICAL REPORT

Molecular Geneti fc Medid
olecular Genetics & Genomic WILEY

MeCP2_e2 partially compensates for lack of MeCP2_el: A male
case of Rett syndrome

Ryo Takeguchi'

Nao Suzuki’

'Department of Pediatrics, Asahikawa
Medical University, Hokkaido, Japan

2Department of Pediatrics, Fukuoka
University, Fukuoka, Japan

3Department of Pediatrics, Tokai
University, Kanagawa, Japan

4Department of Mental Retardation and
Birth Defect Research, National Institute
of Neuroscience, National Center of
Neurology and Psychiatry, Tokyo, Japan

Correspondence

Ryo Takeguchi, Department of Pediatrics,
Asahikawa Medical University, 2-1-1-

1 Midorigaoka-Higashi, Asahikawa,
Hokkaido 078-8510, Japan.

Email: takeguchiSp @asahikawa-med.ac.jp

1 | INTRODUCTION

| Satoru Takahashi'
| Yuko Tomonoh? | Yukiko Ihara’

| Mami Kuroda! | Ryosuke Tanaka' |

| Nobuyoshi Sugiyama® | Masayuki Itoh*

Abstract

Background: Rett syndrome (RTT) is a neurodevelopmental disorder that predomi-
nantly affects girls. Its causative gene is the X-linked MECP2 encoding the methyl-
CpG-binding protein 2 (MeCP2). The gene comprises four exons and generates two
isoforms, namely MECP2_el and MECP2_e2. However, it remains unclear whether
both MeCP2 isoforms have similar function in the brain.

Methods: We report a case of a boy with typical RTT. Male cases with MECP2 vari-
ants have been considered inviable, but somatic mosaicism of the variants can cause
RTT in males. Whole-exome sequencing was performed to search for the genetic
background.

Results: A novel nonsense and mosaic variant was identified in exon 1 of MECP2,
and the variant allele fraction (VAF) was 28%. Our patient had the same level of
VAF as that in reported male cases with mosaic variants in MECP2 exon 3 or 4, but
manifested RTT symptoms that were milder in severity compared to those in these
patients.

Conclusion: This is probably because the variants in MECP2 exon 3 or 4 disrupt
both isoforms of MeCP2, whereas the variant in exon 1, as presented in this study,
disrupts only MeCP2_el but not MeCP2_e2. Therefore, our findings indicate that
MeCP2_e2 may partially compensate for a deficiency in MeCP2_el.

KEYWORDS

male with Rett syndrome, MeCP2 isoform, MeCP2_e1, MeCP2_e2, somatic mosaicism

X-chromosome inactivation (XCI), approximately 50% of the
cells express the variant MECP2 and the other half express

Rett syndrome (RTT) is a neurodevelopmental disorder
primarily occurring in girls. It is caused by a loss-of-func-
tion variant in one copy of the X-linked gene MECP2
(OMIM #300005) that encodes methyl-CpG-binding pro-
tein 2 (MeCP2). In females with typical RTT due to random

the wild-type MECP2. Males manifesting the symptoms of
typical RTT also have an MECP2 variant that is found in
females with typical RTT. These males have either an extra
X-chromosome (Klinefelter syndrome) or somatic mosaicism
of the variant (Kleefstra et al., 2004; Schonewolf-Greulich
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et al., 2019; Schwartzman, Bernardino, Nishimura, Gomes,
& Zatz, 2001; Topcu et al., 2002; Villard, 2007; Zhang et
al., 2019). Evidence can be obtained from male RTT patients
with somatic mosaicism of the MECP2 variant to better un-
derstand the relationship between variant allele fractions
(VAFs) and the clinical severity of RTT, because the effect
of XCI on the phenotype does not need to be considered in
male cases.

MECP2 comprises four exons and generates two iso-
forms: MECP2_el and MECP2_e?2 as a result of the alterna-
tive splicing of exon 2. MeCP2_el is translated from a start
site in exon 1, and exon 2 is skipped through alternative splic-
ing, whereas MeCP2_e2 is translated from a start site in exon
2 (Mnatzakanian et al., 2004). In this study, we sought to in-
vestigate the case of a male RTT patient mosaic for nonsense
variant in exon 1 of MECP2 that disrupts only MeCP2_el
but not MeCP2_e2. To examine whether MeCP2_e2 can
ameliorate some neurological symptoms due to the affected
MeCP2_el functions, we compared the clinical severity of
the present case with those of other reported male cases car-
rying the mosaic variants that affect both MeCP2_el and
MeCP2_e2.

2 | MATERIALS AND METHODS
2.1 | Patient background and informed
consent

The patient was a young boy with typical RTT phenotype
who fulfilled the diagnostic criteria for the disorder (Neul
et al., 2010). He and his parents gave informed consent to
participate in this study. The experimental protocols were
approved by the Committee for Ethical issues at Asahikawa
Medical University.

2.2 | Mutation analysis of the MECP2

For Sanger sequencing, their DNA was used as the template
for polymerase chain reaction (PCR). Appropriate prim-
ers were used to yield DNA fragments spanning the en-
tire MECP2 coding region and the intron—exon boundaries
(Takahashi et al., 2008). The PCR fragments were analyzed
using automated sequencing. Whole-exome sequencing
of the DNA was performed on a HiSeq2000 sequencer
(Illumina) with 101 bp paired end reads and 6 bp index reads.
Exome data processing, variant calling, and variant anno-
tation were performed as previously described (Itoh et al.,
2018). To confirm the variant identified in the Sanger and
whole-exome sequencing, the DNA fragment encompass-
ing the variation site was amplified by PCR using the prim-
ers 5'-CATCACAGCCAATGACGGGC-3" (forward) and

5’-CATCCGCCAGCCGTGTCGTC-3’ (reverse), and it was
subsequently digested with restriction endonuclease Dde 1.
The reaction products were then visualized through ethidium
bromide staining after electrophoresis on a 2% agarose gel.

2.3 | RNA isolation and RT-PCR

To examine the expression levels of MECP2_el and MECP2_
e2 isoforms, total RNA was extracted from the peripheral
blood cells using the PAXgene Blood RNA Kit (QIAGEN
GmbH). Reverse transcription (RT) was performed using
the SuperScript First-Strand Synthesis System (Invitrogen
Corporation) for generation of cDNA using 1 pg of total
RNA in a 20 pl reaction. Primers were designed for simul-
taneous amplification of both isoforms: a forward primer in
exon 1 (exonlF, 5-GAGAGGGCTGTGGTAAAAGC-3")
and a reverse primer in exon 3  (exon3R,
5’-GATGGAGCGCCGCTGTTTGG-3’), which generated
a 328-bp product for MECP2_el and a 452-bp product for
MECP2_e2. As an internal control, glyceraldehyde-3-phos-
phate dehydrogenase (GAPDH) was used as described (Itoh
et al., 2012). The PCR products were visualized by ethidium
bromide staining, following electrophoresis on 2% agarose
gels. The optical densities of the bands were quantified using
an image analysis system and Image] software (National
Institutes of Health; Bethesda, MD). The obtained PCR prod-
ucts were purified from an agarose gel and directly sequenced
on an ABI 3130 Genetic Analyzer (Applied Biosystems).

3 | RESULTS

3.1 | Casereport

The 9-year-old male patient was born after 39 weeks of un-
eventful pregnancy without asphyxia. His birth weight and
head circumference were 2,865 g (—0.7 SD) and 33.0 cm
(—0.4 SD), respectively. He acquired head control at 3 months
of age, walked alone and spoke meaningful words at 9 months,
and had no apparent developmental delay until he was about
2 years old. Thereafter, his development stagnated, and it was
followed by a period of regression. He became less interested
in his toys and hardly had any speech. At 3 years and 6 months,
he was diagnosed with autism spectrum disorder and intellec-
tual disability. At 4 years, his purposeful hand skills began to
regress, and stereotypic movements such as hand wringing
appeared. At 6 years, he lost his minimal spoken language,
his gait became unsteady and wide based, and his head cir-
cumference was only 47.8 cm (—2.2 SD), making his postnatal
microcephaly more evident. He developed epilepsy at 7 years,
but his seizures were eventually controlled following treat-
ment with carbamazepine and topiramate. The chromosomal
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analysis revealed normal 46,XY karyotype. No abnormal find-
ings were observed in brain MRI and various tests related to
congenital metabolic disorders.

3.2 | Molecular studies

We performed the Sanger sequencing of MECP?2 for genetic di-
agnosis, but the initial analysis failed to identify the pathogenic
variant of this gene. Subsequently, we performed whole-exome
sequencing and identified a novel nonsense and mosaic vari-
ant in exon 1 of MECP2, NM_001110792.1: ¢.31G>T;
p-(Gly11%¥). Deep sequencing confirmed the presence of the T
allele uniquely in the patient sample at a ratio of 25 mutant T
allele reads to 63 G allele reads, a VAF of 28%. The reexamina-
tion of the MECP?2 variant using Sanger sequencing confirmed
the wild-type sequence, with only a small amount of the vari-
ant allele, suggesting somatic mosaicism (Figure 1a). This non-
sense variant created a new Dde I restriction site. Consequently,
PCR-restriction digestion analysis of the DNA obtained from
the patient and his parents revealed novel fragments in addition
to the estimated wild-type fragment only in the patient sample,
further confirming that the mosaic variant occurred de novo
(Figure 1b). RT-PCR results revealed that the variant did not

FIGURE 1

Open Access,

affect the expression levels of both MECP2_el and MECP2_e2
(Figure 2a). Analysis of cDNA showed the presence of an ab-
normal transcript with the nonsense variant of exon 1 in a mo-
saic state (Figure 2b).

3.3 | Compensatory role of MeCP2_e2 for
lack of MeCP2_el

The nonsense variant identified in the present case affected the
coding sequence of MECP2_el but not of MECP2_e2. Based
on this finding, we further examined whether MeCP2_e2 is
able to ameliorate the affected MeCP2_el function by compar-
ing the clinical severity of the present case with those of six
previously reported RTT males carrying MECP2 mosaic vari-
ants that affect both MeCP2_el and MeCP2_e2 (Table 1). This
comparison revealed that the median VAFs and the age at onset
of regression of the reported male patients were 25% (range
9-36) and 13 months (range 8—18), respectively, whereas in the
present case with 28% VAF, the developmental problems were
not noticed until the patient was 2 years old. At 9 years, he was
already able to walk independently, although his balance was
poor. Among the six previously reported cases, only three were
able to walk with or without support.

A novel mosaic variant of MECP2 in a male patient with typical Rett syndrome. Electropherogram shows the nonsense variant in

exon 1 of MECP2 [NM_001110792.1: ¢.31G>T: p.(Gly11%*)] in mosaicism (a). Dde I digestion of the PCR product encompassing the variation site
shows additional fragments (143 and 215 bp), which resulted from the G-to-T transition creating a new Dde I restriction site in the patient but not in

his parents (b). These additional fragments are observed together with the 358 bp wild-type fragment, confirming the mosaic variant in the patient

FIGURE 2 Equal amounts of
MECP2_el and MECP2_e2 mRNA and
abnormal transcript with the nonsense
variant in a mosaic state. RT-PCR results
reveal that both MECP2_el and MECP2_e2
mRNA amounts are unaffected in the
patient. Glyceraldehyde-3-phosphate
dehydrogenase (GAPDH) was used as an
internal control (a). Sequencing analysis
of the obtained PCR products shows the
presence of abnormal transcript with the
nonsense variant in a mosaic state (b)
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TABLE 1 Relationship between variant allele fractions and the clinical severity in males with typical Rett syndrome associated with mosaic
MECP?2 variants
Variants
Age at evaluation Nucleotide Predicted effect on Onset of Hand
(Authors) change protein sequence VAFs* regression skills Language  Gait Stereotypy
9 years (Present case) c31G>T p-(Glyl11%) 28% 24 months Poor Lost Poor Present
12 years (Topcu et al.,  ¢.808C>T p-(Arg270%) 36% 11 months Lost Never Never Present
2002)
11 years (Kleefstraet ~ ¢c.473G>T p.(Thr158Met) 25% 13 months Lost Lost Lost Present
al., 2004)
2 years (Zhang et al., c.316C>T p.(Argl06Trp) 26% 18 months Never Never Never Present
2019)
2 years (Zhang et al., ¢.353G>A p.(Gly118Val) 20% 13 months Poor Lost Poor Present
2019)
8 years (Schonewolf- c.1308dupT  p.(Glnd37Serfs*50) 9% (15%) 18 months Poor Lost Poor Present
Greulich et al., 2019)
9 years (Schonewolf- c.808C>T p-(Arg270%) 36% (45%) 8 months Lost Never Poor Present

Greulich et al., 2019)

*V AFs, variant allele fractions in blood lymphocytes (in fibroblasts).

4 | DISCUSSION
We present clinical and molecular findings in a male RTT
mosaic for a novel nonsense variant of MECP2. Deep se-
quencing with a next-generation sequencing method revealed
the small amount of the variant allele ¢.31G>T; p.(Gly11%)
with 28% VAF, which the initial Sanger sequencing failed
to identify. The PCR-restriction digestion analysis fur-
ther confirmed the somatic mosaicism of the variant. RT-
PCR results revealed that both MECP2 el and MECP2 _e2
mRNA amounts were unaffected in the patient, suggesting
that the nonsense variant in exon 1 of MECP?2 likely escapes
nonsense-mediated mRNA decay (NMD) and does not af-
fect transcription of MECP2_e2. The level of sensitivity of
a premature-termination codon (PTC) - containing mRNA
to NMD is multifactorial. It has been shown that mRNAs
carrying PTCs in close proximity to the translation initia-
tion AUG codon escape NMD, called the “AUG-proximity
effect” (Silva, Ribeiro, Inacio, Liebhaber, & Romao, 2008).
Consequently, this variant may lead to translational reinitia-
tion at a downstream AUG codon producing an N-terminally
truncated protein functionally distinct from wild-type
MeCP2_el, but does not affect the translation of MECP2_e2.
The majority of the RTT-associated MECP2 variants are
located in exons 3 and 4, which simultaneously disrupt both
the MeCP2_el and MeCP2_e2 isoforms. RTT associated
with exon 1 variants of MECP?2 is rare, and its detection rate
is 8.1% in patients with typical or atypical RTT (Saunders,
Minassian, Chow, Zhao, & Vincent, 2009). However, exon
2 variants that exclusively affect MeCP2_e2 have never been
identified in RTT, suggesting that MeCP2_e2 does not have

an essential function in the brain. Supporting this notion,
a mouse model with a deletion in MECP2 exon 2 failed to
recapitulate the neurologic symptoms characteristic of RTT
(Itoh et al., 2012). In this study, we presented the nonsense
variant in exon 1 of MECP2 that disrupted MeCP2_el but
not MeCP2_e2. Notably, however, we examined the variant
using DNA extracted from peripheral blood leukocytes, so
that it is uncertain whether the VAF in brain will be equiv-
alent to that observed in the present study. Nonetheless, this
study demonstrated that a male carrying an MECP2 exon 1
mosaic variant and expressing 28% less MeCP2_el in blood
than normal individuals exhibited the typical RTT pheno-
type, indicating that even a mild reduction of MeCP2_el is
sufficient to cause RTT.

In a previous study using the isoform-specific knockout
mice in which Mecp2_el was lacking while the expression
of Mecp2_e2 was preserved, the neurologic deficits of RTT
were recapitulated (Yasui et al., 2014). The study implied that
an RTT phenotype may occur even in the presence of MeCP2_
e2, which is unable to compensate for the lack of MeCP2_el.
Nevertheless, recent animal studies have revealed the partial
rescue of Rett-like symptoms in Mecp2-null mice through the
reexpression of Mecp2_e2 (Jugloff et al., 2008; Kerr et al.,
2012). However, there had been no clinical evidence whether
MeCP2_e2 is able to ameliorate some neurological symp-
toms due to the affected MeCP2_el functions. Genotype—
phenotype correlations are difficult to make in female RTT
patients because of the differences in XCI. Examination of
male RTT patients with somatic mosaicism of the MECP2
variant allowed us to assess the relationship between VAFs
and clinical severity. Comparison of the clinical severity of
the present case involving the MECP2_el-specific variant
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with those of other reported male cases with mosaic variants
that affect both MeCP2_el and MeCP2_e2 revealed that the
present case had a milder phenotype even though the VAFs
were almost the same (Table 1). In conclusion, this study
is the first to present clinical and molecular evidence that
MeCP2_e2 may partially compensate for the deficiency of
MeCP2_el, although further functional studies are needed.

ACKNOWLEDGMENTS
We sincerely thank the patient and his parents, whose help
and participation made this work possible.

CONFLICT OF INTEREST
None of the authors declare any conflict of interest related to
this study.

AUTHOR CONTRIBUTIONS

RT and ST conceived and planned the study, and drafted the
manuscript. MI performed whole-exome sequencing. RT,
ST, MK, RT, and NS performed genetic analysis. YT, YI,
and NS acquired clinical phenotype data. All authors pro-
vided important feedback on the analysis and manuscript,
and approved the final version.

ORCID

Ryo Takeguchi "= https://orcid.org/0000-0001-5063-8625
Satoru Takahashi "= https://orcid.
org/0000-0002-4707-4010

REFERENCES

Itoh, M., Ide, S., Iwasaki, Y., Saito, T., Narita, K., Dai, H., ... Arima,
M. (2018). Arima syndrome caused by CEP290 specific variant and
accompanied with pathological cilium; clinical comparison with
Joubert syndrome and its related diseases. Brain and Development,
40(4), 259-267. https://doi.org/10.1016/j.braindev.2017.11.002

Itoh, M., Tahimic, C. G. T., Ide, S., Otsuki, A., Sasaoka, T., Noguchi, S., ...
Kurimasa, A. (2012). Methyl CpG-binding protein isoform MeCP2_e2
is dispensable for Rett syndrome phenotypes but essential for embryo
viability and placenta development. Journal of Biological Chemistry,
287(17), 13859-13867. https://doi.org/10.1074/jbc.M111.309864

Jugloff, D. G., Vandamme, K., Logan, R., Visanji, N. P., Brotchie, J. M.,
& Eubanks, J. H. (2008). Targeted delivery of an Mecp?2 transgene to
forebrain neurons improves the behavior of female Mecp2-deficient
mice. Human Molecular Genetics, 17(10), 1386—1396. https://doi.
org/10.1093/hmg/ddn026

Kerr, B., Soto, C. J., Saez, M., Abrams, A., Walz, K., & Young, J.
I. (2012). Transgenic complementation of MeCP2 deficiency:
Phenotypic rescue of Mecp2-null mice by isoform-specific trans-
genes. European Journal of Human Genetics, 20(1), 69-76. https://
doi.org/10.1038/ejhg.2011.145

Kleefstra, T., Yntema, H. G., Nillesen, W. M., Oudakker, A. R.,
Mullaart, R. A., Geerdink, N., ... Hamel, B. C. J. (2004). MECP2
analysis in mentally retarded patients: Implications for routine DNA
diagnostics. European Journal of Human Genetics, 12(1), 24-28.
https://doi.org/10.1038/sj.ejhg.5201080

Mnatzakanian, G. N., Lohi, H., Munteanu, I., Alfred, S. E., Yamada, T.,
MacLeod, P. J. M., ... Minassian, B. A. (2004). A previously un-
identified MECP2 open reading frame defines a new protein isoform
relevant to Rett syndrome. Nature Genetics, 36(4), 339-341. https://
doi.org/10.1038/ng1327

Neul, J. L., Kaufmann, W. E., Glaze, D. G., Christodoulou, J., Clarke,
A. J., Bahi-Buisson, N., ... Percy, A. K. (2010). Rett syndrome:
Revised diagnostic criteria and nomenclature. Annals of Neurology,
68(6), 944-950. https://doi.org/10.1002/ana.22124

Saunders, C. J., Minassian, B. E., Chow, E. W., Zhao, W., & Vincent, J. B.
(2009). Novel exon 1 mutations in MECP2 implicate isoform MeCP2_
el in classical Rett syndrome. American Journal of Medical Genetics
Part A, 149A(5), 1019-1023. https://doi.org/10.1002/ajmg.a.32776

Schonewolf-Greulich, B., Bisgaard, A. M., Duno, M., Jespersgaard, C.,
Rokkjaer, M., Hansen, L. K., ... Tumer, Z. (2019). Mosaic MECP2
variants in males with classical Rett syndrome features, including
stereotypical hand movements. Clinical Genetics, 95(3), 403—-408.
https://doi.org/10.1111/cge.13473

Schwartzman, J. S., Bernardino, A., Nishimura, A., Gomes, R. R., &
Zatz, M. (2001). Rett syndrome in a boy with a 47,XXY karyotype
confirmed by a rare mutation in the MECP2 gene. Neuropediatrics,
32(3), 162-164. https://doi.org/10.1055/5-2001-16620

Silva, A. L., Ribeiro, P., Inacio, A., Liebhaber, S. A., & Romao, L.
(2008). Proximity of the poly(A)-binding protein to a premature
termination codon inhibits mammalian nonsense-mediated mRNA
decay. RNA, 14(3), 563-576. https://doi.org/10.1261/rna.815108

Takahashi, S., Ohinata, J., Makita, Y., Suzuki, N., Araki, A., Sasaki, A.,
... Fujieda, K. (2008). Skewed X chromosome inactivation failed
to explain the normal phenotype of a carrier female with MECP2
mutation resulting in Rett syndrome. Clinical Genetics, 73(3), 257—
261. https://doi.org/10.1111/1.1399-0004.2007.00944.x

Topcu, M., Akyerli, C., Sayi, A., Toruner, G. A., Kocoglu, S. R.,
Cimbis, M., & Ozcelik, T. (2002). Somatic mosaicism for a MECP2
mutation associated with classic Rett syndrome in a boy. European
Journal of Human Genetics, 10(1), 77-81. https://doi.org/10.1038/
sj.ejhg.5200745

Villard, L. (2007). MECP2 mutations in males. Journal of Medical
Genetics, 44(7), 417-423. https://doi.org/10.1136/jmg.2007.049452

Yasui, D. H., Gonzales, M. L., Aflatooni, J. O., Crary, F. K., Hu, D. J.,
Gavino, B. J., ... Lasalle, J. M. (2014). Mice with an isoform-ab-
lating Mecp2 exon 1 mutation recapitulate the neurologic deficits
of Rett syndrome. Human Molecular Genetics, 23(9), 2447-2458.
https://doi.org/10.1093/hmg/ddt640

Zhang, Q., Yang, X., Wang, J., Li, J., Wu, Q., Wen, Y., ... Bao, X.
(2019). Genomic mosaicism in the pathogenesis and inheritance of
a Rett syndrome cohort. Genetics in Medicine, 21(6), 1330-1338.
https://doi.org/10.1038/s41436-018-0348-2

How to cite this article: Takeguchi R, Takahashi S,
Kuroda M, et al. MeCP2_e2 partially compensates for
lack of MeCP2_el: A male case of Rett syndrome. Mol
Genet Genomic Med. 2020;8:¢1088. https://doi.
org/10.1002/mgg3.1088

209


https://orcid.org/0000-0001-5063-8625
https://orcid.org/0000-0001-5063-8625
https://orcid.org/0000-0002-4707-4010
https://orcid.org/0000-0002-4707-4010
https://orcid.org/0000-0002-4707-4010
https://doi.org/10.1016/j.braindev.2017.11.002
https://doi.org/10.1074/jbc.M111.309864
https://doi.org/10.1093/hmg/ddn026
https://doi.org/10.1093/hmg/ddn026
https://doi.org/10.1038/ejhg.2011.145
https://doi.org/10.1038/ejhg.2011.145
https://doi.org/10.1038/sj.ejhg.5201080
https://doi.org/10.1038/ng1327
https://doi.org/10.1038/ng1327
https://doi.org/10.1002/ana.22124
https://doi.org/10.1002/ajmg.a.32776
https://doi.org/10.1111/cge.13473
https://doi.org/10.1055/s-2001-16620
https://doi.org/10.1261/rna.815108
https://doi.org/10.1111/j.1399-0004.2007.00944.x
https://doi.org/10.1038/sj.ejhg.5200745
https://doi.org/10.1038/sj.ejhg.5200745
https://doi.org/10.1136/jmg.2007.049452
https://doi.org/10.1093/hmg/ddt640
https://doi.org/10.1038/s41436-018-0348-2
https://doi.org/10.1002/mgg3.1088
https://doi.org/10.1002/mgg3.1088

2021 HBAXR/NREEZER

2021 £ 5 H

YURIDLT  BEREEDDIEED v MNERSFHRR - BBRORIA

ER

M Z (Masayuki Itoh)

EAEM - AREENE Y v F — MR SRR R 7 5
i, REEHREERAS EIIER L > ¥ —/NER
A E RS (Toyojiro Matsuishi)

B<) THRENEREMEL Y ¥ — - Ly MEGFZE

try—

1t - BEDRSL)

Ly MEBEBE RTT) &, FICBIZREL, FLIEH
B2 S HBERIET, BRAMER, WosEw, FThED
ODaE—Y 3 yBEE BEEOHMBEER EPHBET 5.
Z0%, BHWE D o 2FOEHEREDOHESE, FOFERE
BBt s — 7 RFEYRT. BT XTI
1t, B X UEREIHIZEbH 5 MECP2 BIZFDEE NS
RENWEHXEHTBY, KE, g—gv/s, F—Xb
5 T TIIABER T — 7 N— ZADMERR S NI FRDSEA
T X7z, 2017 £ @ Nature Reviews I2 & 5 &, ZNFE TIZ
4,000 P\ EDBEZEHL, 25 U EOFHBIBEFERBOEBRK
BB HEATH F 7213 — 3 IR T Lo Z L it &
N, BEBERHOBRL ZLERBETDHL. 0K
MECP2 #1ETF DEMEREE D WS S LWERSH
HEINTVE., BARTREZERED, ELTTHAE,
AMED 7% EOREEZHERL, 3 D0BERKE LW
B TRIT DT — & X—RAEMER L, # 150 B35 RS
7. RITOBHREZHAFIIEETHHDS, KEY A
DBMBEDRIEL, BERIRIEA TV R VOHEIK
Thb. WEMRE - SBROFREFRERFELHETICAN
T, 6 N\DEZEDPSEFTOM) MAOTIKR, HHROH
BERH, FERANTTORZIZOWTREEL

S7-1
Rett syndrome, Overview —past to future—
(Lv NMERE¥ overview —CNEFTETNHS5—)

fRRERMEZ (Masayuki Itoh)
E A - MRERIE Y v & — W SE AT R R Ze 58
—E, WEHRREERAMNSEIRER Y v 5 —/NER

Ly MEERIZEICKRBIZAOKS, LI OMHEE
LEERLHFARBOEE, N ABROEE, Mry5ERE
£, BN LEFEES, BITERRE L, ERKEEIC
TADAREDIERY ZETHHERETHAS. 1966 FI2 A.
Rett 2580 @& THE L, 1983 £ B. Hagberg 12 & - T 35
BIOFEM 2 E 12 X Y RBHAL L L CREV. S, BRIRIF
FEASHED D7z, 2000 FEE F CIORI SRS EEE S
ZEMMESH, BREMICHEDN WS, RIEOLEH
Zcit, ENOAERZEITH 0.008% T/ E & Zid % <,
20 UL F D BE I 1,000 AEEE LHEE ST TW
b, BRMGEFEEIVELRL, SRHCbh a2 S
FHEOBFAAFLETH Y, RPOEE - EEMADK
OHLNG.

1999 £ |2 MECP2 Hin F 2R R #EEZTF L L THE S
N, D% IEMEIF T CDKLS EIEF & FOXG1 BIZFD
B R &G SNz, 2010 EDORESHTERIZL 2
&, BEIRNL v MEBEBEDOK 95% |2 MECP2 Iz FER
WD EWGhoTET. REZBWNICIE, BRIKBHNIC
EOWLBETRENAR THLLEZONTVS,
011 E LY BETFT— I R—ZADEHPITONTWS, H
R EBR e T A L2 HWE L, BEFKE
ERICHED TV B TOT 2 N ThEH. BAE, #1605
DEFDH Y, BRAZFEEHLE LR R Ry b7 —
7 &2WEKDODH B,

—F, 2001 ZEICERBETFTI Y AV I N, LR
RAEATE, BETIE, SHOBGRTUEYTAILLS
TR FE R0 FAEMZ R D b, % b EBEF3E
DEATVLREBED—>TH L. EEDOFEEESR
BIEFREOHMWERIL, Ly MEBREZ GO EE
BREEEORELF ST HRLY LIT WD, AE
TiX, Ly MEBEBOERZIRYERY, ERFELETR
LS RBOBYEIZOWTHER L7\,

210

S 105



S 106

L 3EE 3% FNERT

YURIDLT  BEREEDHDIBERL v MEIREHAR -

S7-2
The impact of MECP2 loss- or gain-of-

function on clinical presentations

—Rett syndrome and MECP2
duplication syndrome—

(MECP2 BIGFER L RKIR & DRSE
—FSEERARR (L v MERE) &

fEaEESa! (MECP?2 EEEIREY)—)

E4& 1% (Satoru Takahashi)
JEJNERFRF/NE R

MECP2 #BfnFix X Fefafk (Xq28) LICfiiEL, "€
AT AR EIHIN G BIETFRBEHAECBITAE
T ea—FLTWA. ZORBEER, A
L, BEBRICHBHBOBRBU - THEL % 5. MECP2
DOFREFERICE Y Ly MEBREDS, FTBEILEICXD
MECP2 EEEBRHVTET 5. DL 92, MMz
mﬂ£;UM%%ﬁﬁ®fbkuMmm2‘ﬁg@:/
FO—VEETH5.

Ly MEBERIZ, FEICHIBICREL, —HEHBLE
BpAE - SERENE LD Lo BT R T 5 R
FHEBETHL. ILEHICIZRF IR SN, BT
1ELIBRICERICHEAT T 5 2 LB %\, $LEIF] D 90-95%
T, MECP2 |2 RESE ML RS RE S NS, M ULEET
LRYBETHEBEMTD, BRNWEEE IR LW
BB, FRMRERNTO X B fkOREL/$y —
DOEHEEPBRRIRICEE Y5 2 Cwb. —H, MECP2E
BEMREEL, FICBIRICEEL, 4 OMRIERDER
REMICHE T 5. 2017 F XTI REOLEEFRE
M0 24 B DOIRKFMD T Lo b, BHSITcETo
fERE LT, FUBHAD SO 2L 2 5B RRIET, EE
SEEET, D SR, B R EREYEIHIE S
TAMAEIB I Z 70%DEE THRO OGNS, ZDFRIE
FHEEL SRELETH B 2 L3S o . RIEW
BIET 554, FABREEHOBKREIZIZIZA—TH5.
—%, RERETHLRHIZ, EELET S X febfk)sE
RMIIARHEL SN TB Y, BERTHDLZ LDLW

WRBE DT FIVEY % V72122 Clk, MECP2 3
B2 IEFET 2 L RERIITHERICSET S 2 IR
ENTWDS. MEREDSIERT BIR L - WEE - 8
fRFHEBEANBIT T, MECR2 BBED Y hu— V&
ERRETH 5.

211

BEROBAR

S7-3
Role of Mecp2-null mouse model of
Rett syndrome in understanding the
pathophysiology and in identifying
potential therapies
(Ly MERBFETIVY D AZBLCiRERFEA S
ABELEANDEE)

EEmZ (Tomoyukj Takahashi)
ANBAKEBRIGEEZERT, AHAKEEFI/NER

Ly MEREE (RTT) 1&, FIZBTHRIEL, Methyl-
CpG-binding protein 2 (MeCP2) HEIZFNDERIZ X o TH|
SR INIEFOMREERECTHS. RITIE, BEE
OHMEE, BRMETENIINZ T, TAPA, FHEEE
B, HEMEESE, LENEY, BREESOLHERM
RIEREFFHMET 5. ABRKRERERICIX, KE,
RTT DZWT - HFICHED 2 L FEBFIC, WEETIVIZLS
R EITo CTE 72, BIOEE, FEOBRIZTREIC
Lo CHMER, EEORMIERY 2T 5 RTT ORERF
Hid, FEBEL I oL T2 BHMREREADIEICH
BT2ANALOFHIIORDBEEZON, K&k
B.OrED TS, EBE, 4 7% MeCP2 ER <7 1T,
RRETFNVEME L CRA EREBEM L, #4 2Rk
PHBATLRVWETIVELRLEEZLNTWS, RITE
7 (MeCP2 R3B) ~w A%, A% 4BEET TIIESE
WCRETA—HT, 6 AU, fKEMMFENR, K
BECAERLZEDIEKREE SV, 108H FTI2iZ#
DIFEAEDHIET S, BRLE, RTT Tk, BEMRED
BEEICL D ARERCITREFEICL 2 & SN2 =REITH
BlleoTBY, A X, TNT T, MeCP2 RIEET T A
DRI 2 & SN B LI RIFR O REI1C
EHEBHLTHEEZIToTE /. F72, 80% U LD RTT BF
THEIT A BIREEE X, AAD QOLKETIZZ, /i
HOAMZEMEE, BRICBILMED—D2TH5.
22T, AL, MeCP2 RIE~ T AIZHB VT, BEIEHAIC
B 2 EHECHER - RERMT 217V, HEIREEICHE
T HIREA = AL DFMOED TS, RFEHETIT,
RITET N~ AIIBIT 5 B CRERZEICET 5
ek OWFFRRLEE I, REA D XL ICET AT
OHRERBNL, SHROGEWFFERICBITBBHIZDONT
E 2 THIZ\,



YURIDLT  BETEEDDIBEXRD v MEIREHHAR -

S7-4
Review of my clinical experience of Rett
syndrome after the creation of a guidebook
(v NME(RB¥DERRIVERR
HA RITv IO SBZ TERET L)

#HXH 1 (Shin Nabatame)
KRKFRFEBEEERFFERVNER, KBROKFE =R
BRECAPAL Y 7 —

L v MEME#EIX, Andreas Rett 12 & 1) 1966 12 E
N ROARPRET AEEATY. YWIZERAHTL
7288, FOFEER L V) RN RERPH D, Zofh
DA RBRERZ A E b TEWT§ 2 BUTHLHED,
AT HEEET SN TE T L7 1999 412 5 K #E A T 28
MECP2 T&H 5 L HBHL F L7z, &HFOZRE#Z 2010
FEIERENZD DT, Ly MEBEBREBI SN ES
819 AD 9 H, MECP2 BIZFERBEFIHFREMNIZERD
TEREBBEHE LI LA, ZAICED, RENTEELRE
KOHREIC 2 D, Fo-BWBEGEZHEE T2 Mg
BHREIC L7272, ZBRILR IR LA R-bid
015 EIZBRTA R Ty 28 BRLE L. ZOFAF
Ty 2 OARIE, T, Ly MERBORR, STk
BEF, WEBICOWTTE LD, TERERIIOVWTZED
PR L RRE, F B I O W TR OSIIRICH 7D %
BHREELE LA T/, BPELEBELZHASEAERR
e DEFIZONWT AN TWET. Ly MEET
13, AR L SEREEDOBIT L BRITHEE, TAPAR
REEE, WTREEL VS RN, fERE
- BFR, RELY, RERZ2E, 2T, Ly ME
EEEORAN ZRGHIT R, MWEREL2H D A,
LWz, 9 Lzs ERE IR S HBICAN TRIE
TAHZELIIBEGTIED) TRA. -bOHEIL, K
KLk oT, BIRETREOHERZED T, BEOTH
FIZR2BZETLE A FTy 72 BRLTS4E, #H
FELMAERIID Y THA. MECP2 EfnT258H 125
HL72%A1E, MECP2 EHEMREE & 9 Bl EEMRE
BEZETLHERBELFEALREBICZY Y. Ly MERS
PR T H7-0121%, BE MECP2 Bz T2FET A X
P A RNFELE N TR WHIBOAICRE LT, EIE
HTETEHETA L ICHRE L EW MECP2 5T % &
ALZITNEEST, FECHGEOBWIEEREZD T
9. 7 A AT, “care today, cure tomorrow” & S o T,
SREREE VIR E, HEERETCTICTES L%
LTHFELZEDEbLRTWE Y. RFEHETIX, A F
Ty 7 B L 2B OBRKREERICOWT, LEa2—-LF
2

212

2021 £S5 H

BEROBAR

S7-5
Research and development of new treatment
using Ghrelin for Rett syndrome —Including
reviews of treatment development around
the world—
JLVUvERWEL Y NMERBEOFR AR AR
—HROBERREOLE 1 —2ZHT)

P HIEEARHR (Kotaro Yuge)
A ARRFNER

HFRFCL v MEBRBICKN T 2 FEGRE ORI T
TN TWEPEREZEDRIGEREIZ V. BANTIEL-
F—s%, I VT IR MR EMPMERH S N-BEERIZH
505, AEEIEHTLIHEIITETCW R, BT,
2017 4@ Review T (A) MEZEMEORT, (B) B
ERT, Bk, fRRERT, R#HEE, I b3y
TEE, (C) MECP2 #fzT, RNA, EH% 2% —7 v b
LT BIREDOTMREME S LT 25 DBRERMIEHITH N,
ZDO—EIFHBEDSET LTV 5 (Leonard et al. 2017). &
DT, Trofinetide (terminal tripeptide of IGF-1) D
HERSIIBWTERRTREESER S, % 3 HRABRNT
e &8T5 (Glazeetal. 2019). LA L, L v MERE
B L CH S ICERMEDSRER Sz b Did e KRR
ENZEERITEV, 40, FA4TL Yy MERFEICHT
DERGEEL LT LY Y ONEERELED NS
DERERET S, L) VIZHEAOMEZICL ) ER
ENTBEEDRTF FRIVEST, EICHTEESH
MBERZ ECTEH, MR RBIM % & ) 4]
RTHES - @ xEE, Mk K3 BR ZEZR
9. RFEIIZLY) CORATOBEICIER LTH
Fo/ BROKEE LT, ERHFECIET VY
ZWTHAZ LY V&R - 7 L) ViEEOKRT 232
O, BERIFZE T 10 RUEDBE CIPEEOKT, 7
L) U#HEICE B VR Mo T - R - BERERR &
DYEZRDZ. Tho &) EMFERRE ERYT 57
DICEEGEFERSR AN (PMDA) & OXMTHEBE %
7w, 70 b2 VIRE - FHRRZEERRIOVWTAE
157 BAEOAKRERFIEHZEEE (AMED) Oz
RGO EARESBOBEIZOWTHRET 5.

S 107



L FEE ES3E FRERT

YURIDLT  BEREEDDEEFL v MERSFRR - aBRORIA

S7-6
Activities of the patient association aiming
at the development of treatment methods
A LR ZBIE L IEER0FH)

2RI R (Tetsuji Tanioka)
NPO AL v MEBRE SRS

R EEE FR L7z 10 4650, BEFAKOK X 21%HE
i, BEXRTHo7-.

LPL¥E, £ V7 —% v PRSNSHEDERIZLD,
BEFALORHIIARDOAZ S THRETTRHT2H
R, BHHRKHE TLENIREE 7o TWA, FAIT 2011 4
4 JIZNPOEAL v MEBRBBBEL W), BEEG
MLy MEEBROE g LEREREO—m %5
&) HIRIBITTNPOEANZ R L7, ok e K
E B0, BERME X2 BMIZIZETIC, %
FERLBER LRI T TR B LFEE L OXHE B
12T v ) F. NPOEANL W) LY L 2 HTHE
ELT, MIRTERLY VRY Y ADRK, HHINES
ToTw5., ZOEANDOEEE®EZZ 5DIEEHE LT
PREB. BERBHIEI %, 70) bEBARIEIT68 4
TERBEZINO7-0, FHRINE, ZEEE, EREH,
B4 RIEBIZITo TV 5. ZNODEEOMERE, HHE—
OB RN DEFNETL v MEBRBOWEIEZ
ToTwab, BHECTHIZEDOIEE T RET 1,200 HFHIZ %
5. M %47) —H CHALSERA 2fEE L DX
WEER, WICEEHEOH L WRE2HRET LT/
FO—DONHRPEE HETEE FIF2L v MERBEES
F—FNR—R7Z BEIFZEEHLELOD, WFEREL
BEOBZEIWHIZAY v bAH L EE %51 b ki
LT AICHES L TE-FE HERLFEZHRM L7,

S 108

213



RAVRYTR. LYMEREICE T SRER

X » K 4 R % B4
BoR R R B | eEE— Do REERTRLLS— RERRTERHRE-H 8 &
B R o4 B E | HIEE [@HAE SRTREESREMN AN M
KT B [BEERAS NEE- B S— % 8
<| MR £ |BBERAE NEH # 8
Pl mems [KIRA Kb o mamR AR E LR %
L | mBEA |ERENAY EXEEHETER # 8
U nmES |EREHAY ERRoREEs % 12
= WER |BRAL ERHHERRNRH T
HIL £ |TEECOLRE KB " &
LB |REAS EEE SIRRH # 8
PRl [Eone AEERFEL S—mERRTERTRE=S| = &
|pmmrm| s w RAHE
Y| B 1B (RIIER A PR A e
BXAE [KRAS ELMMERRNEH M
BB (M5BT S ERE S— BREFRT NEE
RGN E | ARME |EXEAE KERELHFEH % 8
miagn |REXTASRESHRN RAKEDBRE R | pe s
HEWH |ABRKE BRNEEFEHR BAHE
PALE B aREEFR S—m EENTL LT E [BEsYET—
S| BESE (NHERAY ERHHENH % 8
3| HFRE [ Eae- EERTR SR MRS R E A
© | mehgE | mE e R R EE ZEHEE
7| mH—= @ meERTR e - pEFETERTAE—S B &
Ik | SOERAT S B KSR L B 5 — kR
A EL |REAESE ASRESTRHRR S % 8
KR | R A A — B S — v a—F
KE W |EHRIAS BRELEE % 8
U] ® @ [xmaoks xemEsmrs R W
| B ks A B RS NRR B %

214




	文献
	Meaningful word acquisition is associated with walking ability �over 10 years in Rett syndrome
	1 Introduction
	2 Patients and methods
	2.1 Japanese Rett syndrome database and subjects
	2.2 Gene testing
	2.3 Sentinel surveillance and statistical analyses

	3 Results
	3.1 Correlation of acquisition of walking ability, meaningful words and microcephaly
	3.2 Acquisition of walking and effect of MECP2 mutation type (R306C, R133C, R294X)
	3.3 Analysis of walking ability over 10 years of age

	4 Discussion
	5 Limitations of this study
	Author contributions
	Sources of funding
	Conflict of interest
	References





