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Fig. 1 GC-ECD chromatograms of PCB168 and its metabolite M1 (the methylated derivative)

formed by liver microsomes of untreated, PB-treated and MC-treated rats
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Fig. 2 GC-MS analysis of PCB168 and the methylated derivative of its metabolite M1
formed by liver microsomes of PB-treated rats

Table 1 Mass spectral data and retention times of PCB168 and the methylated derivative
of its metabolite M1

Mass spectral data (Relative abundance, %) Retention

Compound Molecular time (min)
weight [M"] [M*-15] [M*-35] [M"-43] [M'-50] [M*-70] in GC-MS

PCB168 358 100 - 5 - - 74 13.73
Ml 388 100 - - - - - 15.78
3-MeO-PCB168 388 100 51 - 30 - - 15.78

-, not detected.



Table 2 Comparison of metabolic pattern of PCB168 and other 246-type PCB congeners in

liver microsomes of untreated, PB-treated and MC-treated rats

M1 formed (nmol/hr/mg protein)

PCB Metabolite

Untreated PB-treated MC-treated
PCB168 M1 (3-OH) N.D. 9.58 +2.24 N.D.
PCB155 M1 (3-OH) N.D. 4.66 +0.20 N.D.
PCB154 M1 (3°-OH) N.D. 0.56 +0.14 N.D.
PCB182 M1 (3°-OH) B.D. 1.37+0.16 N.D.

N.D., not detected. B.D., below detection limit.
Each value represents the mean + S.D. of four rats.

PCB168 PCB155 PCB154 PCB182
/2Cl . fl HO . Cl 1
e O o
N\
Cl Cl Cl Cl
PCB168 M1

Fig. 3 Postulated metabolic pathways of PCB168 in rat liver
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