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MATRIX

MY MASCOT Search Results

Protein View: CAH3_HORSE

Carbonic anhydrase 3 05S=Equus caballus OX=9796 GN=CA3 PE=1 SV=2

Database: SwissProt

Score: 515

Monoisotopic mass (M;): 29773

Calculated pl: 7.70

Taxonomy: Eguus caballus

Sequence similanty 15 available as an NCB1 BLAST search of CAHI HORSE against or,

Search parameters

MS data file:
Enzyme:
Fixed modifications:  Carbamidomet
Variable modifications: Oxidation (M)

Cr\Usera’ Themmo \Desktoph TempDatah yal 33603 05.mgf
Trypsin: cuts C-term side of KR unless next residus is P

Protein sequence coverage: 67%
Matched pepbdes shown in bold red,
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151 REFRGEFQLFL DALONIFTAG EEAFFTHFDP SCLFPTORDY WITRGSFTTE
201 PUEBCIVWLL LEEPITVSSD QVARLESLFS SAENEFFVEL VENNRFPOEL
251 EGRVVRLAFE

Unfarmatted sequence string: 260 residues (for pasting into ather applications).

Sort by ® residue number
Show

' INCTeasing mass
® matched peptides only © predicted peptides also

| decreasing mass

10 Nano-Pro LC/IMS-MS
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Protein View: KFHD4742.1

putative histamine-releasing factor [Toxoplasma gondii MAS]

Database: Loxoplasima
Score: 3
Monoisotopic mass (Mq): 19274
Calculated pI: 4.54

Sequence similarity Is avallable as an NCBI BLAST search of KFHD4742.1 against nr.

Seairch parameters

MS data file: yals0603 09.mgf

Enzyme: Trypsin: cuts C-term side of KR unless next residue is P.
Fixed meodifications: Carbamidomethyl (C)

Variable modifications: Oxidation (M)

Protein sequence coverage: 7%
Matchied paptides shown in bold red.
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101 HLEXNHEDEY DRFMSGAGAL VREILGZDEDD
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EVAFEVATER

IVKGREDYGT
[ IESTMORVES
CEAGVVERYY

Unformatted sequence string: A71 residues (for pasting into other applications).

Sart by ® residue number
Show
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® maltched peplides only O predicted peplides also

O decreasing mass
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-80 72 105 0 0.08
PBS 0.04
20 pg /loop 0.20

62



S. fayeri -20
FA
() (/loop) (%)
101 0.06
4 12 102 100 0.08
108 0.08
103 0.58
4 24 80
105 0.67
(S. fayeri) 103 0.07
-20 12 100
105 0.05
103 0.04
24 67
-80 105 0.04
72 105 0 0.01
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3 S.fayeri

No. (kDa) FA
T1 17-24 >37 0.080
T2 25-31 15 50 0.30
T3 32-38 15 (ADF) 0.20
T4 39-45 <15 0.070
PBS 0.075
40 pg /loop 0.42
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