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RNA PCR AN EERT

5 DNA Hedgehog 0.8% o-Toluidine 3% Uracil 0.05% BBN
Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation
84 Cdc25b 2.55| |Aurkb 16.6459| |Aurkb 12.9658
Cdc6 2.3117| ([Ccna2 12.0826| |Birch 9.5839
RT-PCR Cdknta 22825 [Birc5 11.5246| [Cdc6 95716
Aurkb 2.124| |Cenbt 11.2972| |Cenf 9.2234
Cdkn2a 2.0676| [Cdkn2a 10.6819| |Ccna2 8.7876
Inha 2.0239| |Cenf 9.5239( |Ccnbt 8.3157
Ccnb2 9.363| |Cdknla 8.0098
Nek2 8.9246( |Ccnh2 7.7265
Cdk1 7.7991 Nek2 7.5415
Cdc20 6.8316( |Cdkn2a 6.3349
Cdc6 6.2252 |Cdkn2b 5.7094
Mem3 4.9818( |Cdk1 5.3131
1% o -Anisidine Cdk6 4.807| |Cdc20 5.2008
Gene Symbol | Fold Regulation Rad51 4525 Mem3 4.8831
Aurkb 8.9326| |Aurka 4.3384 |Mdm2 4.86
Cenf 6.5862| [Mad2l1 3.782| |Mki67 3.8631
0 . 8% o- 1% o- 3% Ccna2 6.2574| [Ran 3.4492( |Cdké 3.6941
Birc5 6.1293| [Mki67 3.3044| |Gadd4b5a 3.6498
0.05% BBN RNA Nek2 59881 [Cdknla 3.1574| [Radsi 3.6291
Cdkn1a 5.5652| [Cdkn2b 2.8373 |Casp3 3.3674
DNA Hedgehog Cenbi 4946) [Stmn1 2825 |Auta 3.2618
Cdc6 4.9067| [Cdc25¢ 2.7323( |Mad2l1 3.0412
Cenb2 4.6765| [Chek1 2.7031 Cdc25¢ 29025
5 Cdk1 4.4695| (Brcat 2.5573 |Slh1 2.7386
Cdkn2b 4.4152| [Casp3 2.4995( |Ran 26156
Cdc20 3.6974| [Mcm4 2.4595( |Stmn1 25857
DNA HEdgEhOg Mdm2 3.5912| ([Rbl1 2.3768( |Brcatl 2.5816
1_3 Cdkn2a 2.9142| [Mdm2 2.3554( |Sesn2 2.5038
Mcm3 2.873] [Mcm2 2.3255 |Tp63 2.379
Mki67 2.8614| [Gadd45a 21111 Rbl1 22704
Cdk6 2.7909| [Ccnel 2.0031 Inha 22587
4 Gadd45a 2.7808 Ccnet 22132
Aurka 2.3568 Mcm4 21957
o- BBN Cdc25¢ 2.3101 Cdc7 21794
Mad2I1 2.3074 Mcm2 21763
0- Rad51 2.2441| [ Gene symbol | Fold Regulation| |Cheki 21297
4 Casp3 2.2164| [Pmp22 -4.1837| |Tp53 2.125
Inha 2.1746| [Cend2 -3.1733| |Ddit3 2.0508
Slfn1 2.042| |Abl1 -2.9968
Breat 2.0161] [Pkd1 -2.7362| [ Gene Symbol [Fold Regulation |
Ran 2.0122] [Dst 26955 |[Pmp22 [ -2.3033]
1 4
5 Gene Symbol: Fold
o- BBN Regulation
DNA #{GEEEEF
0.8% o -Toluidine 3% Uracil 0.05% BBN
Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation
Cdkn1a 2.7489| |[Exo1 12.6091 Exo1 11.3109
Exo1 2.1532| |[Pttgl 8.1628] |Cdknia 8.3492
Bbc3 2.1299| [Rad18 4.4356] |Pttg1 7.6328
Rad51 4.0131 Bbc3 5.0597
Pcna 3.7238] |Bard1 4.28
Bbc3 3.311 Fancd2 3.6662
1% o -Anisidine Chek1 3.1824| |Gadd45a 3.4779
Gene Symbol | Fold Regulation Fancd2 3.16] |Brcal 3.389
Cdkn1a 5.4628| [Bard1 3.153| [Rad51 3.3034
Exo1 5.1043| [Cdc25¢ 2.961 Fen1 3.1098
Pttg1 4.6297| |[Cdknla 2.9457] |Cdc25¢ 2.9912
Bbe3 2.9613| [Pole 2.837| |Bax 2.9701
Bard1 2.6521 Breal 2.7656] |Mpg 2.921
Gadd45a 2.5315| |[Fent 2.7045] |Pcna 2.9036
Cdc25¢ 2.4245| |[Ung 2.4439| |Fancg 2.8416
Bax 2.4156| |Mpg 2.4429] |Pole 2.7097
Fen1 2.4107| [Rad51b 2.295| [Chek1 2.6727
Brcal 2.1696| [Xrcct 2.0896| |[Xrcet 2.508
Fancd2 2.1092| ([Terft 2.0808| |Rad1 2.3492
Pcna 2.0764| [Csnk2a2 2.0531 Rad51c 2.3074
Rad51 2.0476| [Apexi 2.0253| |Tp53 2.2557
Mih3 2.2545
Gene Symbol | Fold Regulation Terfl 2.2321
Mgmt 4.0932] |[Rad18 2.1696
Gadd45g -2.7247| |Ddit3 2.1541
Apex 1 2.0734
Rad50 2.0352
Ung 2.0343
Ercc1 2.0067
Sumo1 2.0055
2 4 DNA
Gene Symbol: Fold
Regulation



Hedgehog ZEEBEEEEZF

0.8% o -Toluidine 3% Uracil 0.05% BBN
Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation
Grem1 9.2735[ |Grem1 14.9735| |Foxel 19.024
Foxel 3.6326( |Wnt4 6.2645( |Wif1 9.7145
Bmp5 3.3373[ |Wnt3a 5.2366 [Grem1 6.2103
Runx2 3.15| [wif 4.6596 Mdm 2 4.6717
Wnt9b 25777 |Wnt10a 4.2966( [Runx2 4.2778
Wnt7b 22713 |Wnt3 3.0541 Wnt10a 3.8353
Wnt2 2.197 Ctnnb1 2.4623( |Wnt6 3.6272
Gli1 2.1351 Mdm2 2.3073 |Wnt4 3.4773
Shh 2.0764( [Bmp7 21417 [Wnt9a 3.0007
Pdgfra 2.0038( |Ift52 2.0205 ([Kctd11 2.6761
Ctnnb1 2.4748
Gene Symbol | Fold Regulation Bmp5 2.4564
Wnt10b 9.7817| [Vegfa 2.3582
Wnt2b -4.8678 Mtss 1 2.3163
1% o -Anisidine Cdon -4.4209( |Csnki1g1 2.1233
Gene Symbol | Fold Regulation Rassf4 -3.9702 |Bmp4 2.0384
Foxe1 5.7804( |Gli3 -3.9495
Runx2 4.4089| [FgR -3.5014 Gene Symbol | Fold Regulation
Grem1 3.7016( |Dhh -3.3907| |[lhh -2.9383
Mdm2 3.4646( |Boc -3.3832 [Wnt5b -2.5466
Wnt9b 2.6906( |Gli2 -2.9227| |Cdon -2.4549
Bmp5 2.6481 Dchs1 -2.7963( |Wnt11 -2.114
Bmp2 2.1497( |lhh -2.6728| [Gli3 -2.0926
Wnt11 -2.4089
Gene Symbol | Fold Regulation| [Gli1 -2.3038
Hhat -5.9618| [lgR -2.2661
lhh -4.3451 Wnt8a -2.2277
Wnt11 2.003| [Wnt5a 2.2085
3 4 Hedgehog
Gene Symbol:
Fold Regulation
I3 FoiEHhREEET
0.8% o -Toluidine 3% Uracil 0.05% BBN
[ Gene symbol | Fold Regulation| [ Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation
[Kate [ 2.4696] |Aurkb 4.9146| [Aurkb 9.3248
Kat8 2.2041 Aurka 29775
Gene Symbol | Fold Regulation Aurka 2.0871 Ciita 2.2076
Smyd1 -2.8496 Ezh2 2.0078
Prdm9 -2.4156 Gene Symbol | Fold Regulation
Gene Symbol | Fold Regulation Smyd1 -7.3814
Smyd1 -25.3628| [Smyd3 -2.7207
1% o -Anisidine Prdm9 -3.1478| [Prdm9 2173
Gene Symbol | Fold Regulation Rps6ka5 -2.806
Aurkb 6.0524( |Hdac11 -2.3432
Aurka 2.4802
Ciita 2.3791
Kat8 2.0612
Gene Symbol | Fold Regulation
Smyd3 8.44
Prdm9 -3.2005
Smyd1 -2.9603
Hdac 11 -2.6806
HOTFUoBRERERETF
0.8% o-Toluidine 3% Uracil 0.05% BBN
[ Gene Symbol | Fold Regulation| [ Gene Symbol | Fold Regulation Gene Symbol | Fold Regulation
|Arid1a | 2.6556| [Cbx2 2.7257| [Bazla 2.6832
Nab2 2.4083| [Pcgfe 2.5856
Pcgfe 2.3451 Arid1a 2.5557
Bazla 2.2967( [Cbx2 2.3553
Ezh2 2.2532( |Smarca5 2.3147
Ing2 2.0112 [Nab2 2.102
1% o -Anisidine Ing2 2.085
[ cene symbol [ Fold Regulation| [ Gene Symbol [ Fold Regulation |
[Nab2 | 2.8509] [Smarcd3 | 4.289|
4 4
Gene
Symbol : Fold Regulation
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