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10t cfu/ml
0148 0153 0159 0169 2
025
027
06
027 0148 0159 10°
cfu/ml 025 0153 0169  10' cfu/ml
06 108
cfu/ml
ETEC 7
SMAC
STEC
37
IMS SMAC 7
37

IMS

SMAC
SMAC 7
37
IMS
SMAC SMAC 7
42 IMS
SMAC STEC
7
37 IMS
STEC 7
K88-like
pSV28K88-like
TOP10K88-like HEp-2
IPEC-1 IPEC-J2
0169
BIE
0169 BIE
CS6
pSV28CS6 TOP10CS6
CS8-like
pSV28CS8-like
TOP10CS8-like
K88-like

pSV28K88-like
TOP10K88-like
0169
TOP10

PENtYN10 0169cured



27
ETEC

06 025 027

0148 0153 0159 0169 7

PCR

100 cfu

LT
cfu/ml

27
28
mEC 42
2
27
PCR
ST LT
10% cfu
ml 27
Hidaka
2
ETEC
ETEC 1g
meC 42
PCR ST
ETEC 108

10 cfu/g

2501 20ul
2
06 6
06
ETEC
SMAC
37 42
IMS
37
SMAC
37
ETEC 10* cfu/ml
ETEC
06 37
ETEC IMS



STEC 0169 K88

STEC K88-like
ETEC STEC Salmonella faeG
2
ETEC
IMS PEntYN1O  K88-like
STEC
SMAC SMAC
STEC K88-like 1in vitro 0169
SMAC
3
0169
SMAC 37 E
ETEC
06 1
2
27 ETEC
ETEC 06 025 027 0148 0153 0159 0169
7

ETEC 0169:H41
pPENtYN10 CS6 CS8-like K88-like

3

CS6  CS8 meC

K88

ETEC ETEC

ETEC
K88



ETEC

0169:H41
CS6 CS8-like K88-1ike

3

K88-like

Hara-Kudo, Y., Konishi, N., Otsuka, K.,

Iwabuchi, K., Kikuchi, R., Isobe, J.,
Yamazaki, T., Suzuki, F., Nagai, Y.,
Yamada, Y., Tanouchi, A., Mori, T.,
Nakagawa, H., Ueda, Y., and Terajima,
J. An interlaboratory study on
efficient detection of Shiga

toxin-producing Escherichia coli

026, 0103, 0111, 0121, 0145, and 0157
in food using real-time PCR assay and
chromogenic agar. Int. J. Food
Microbiol. 230:81-88, 2016.

Wang, L., Nakamura, H., Kage-Nakadai,

E., Hara-Kudo, Y., and Nishikawa, Y.
(2017) Comparison by multi-locus
variable-number  tandem repeat
analysis and antimicrobial
resistance among atypical
enteropathogenic E£scherichia coli
strains 1isolated from foods and
human and animal faecal specimens. J.

Appl. Microbiol. 122 (1):268-278.

Wang, L., Zhang, S., Zzheng, D.,

Fujihara, S., Wakabayashi, A.,
Okahata, K., Suzuki, M., Saeki, A.,
Nakamura, H., Hara-Kudo, Y.,
Kage-Nakadai, E., and Nishikawa, Y.
(2017) Prevalence of diarrheagenic
Escherichia coli in foods and fecal
specimens obtained from cattle, pigs,
chickens, asymptomatic carriers,
and patients in Osaka and Hyogo,
Japan. Jpn. J. Infect. Dis. (in

press)

Wang, L., Nakamura, H., Kage-Nakadai,

E., Hara-Kudo, Y., and Nishikawa, Y.
(2017) Prevalence, antimicrobial
resistance and  multiple-locus
variable-number tandem-repeat
analysis profiles of diarrheagenic
Escherichia coli isolated from

different retail foods. Int. J. Food



Microbiol. (in press)

Seo, D., Choi, S., Jeon, S., Jeong, S.,
Park, H., Lee, B., Kim, G., Yang, S.,
Nishikawa, Y., and Choi, C. (2017)
Comparative sequence analysis of
enteroaggregative Escherichia coli
heat-stable enterotoxin 1

identified in Korean and Japanese

Escherichia coli strains. Int. J.
Food Microbiol. 243: 1-8
DNA
111
28 5 19 20
37
2016 9
112
28 10 27-28
112
28 10 27-28

10

Lee, K., Kobayashi, N., Watanabe, M.,

Sugita-Konishi, Y., Tsubone, H_,

Kumagai, S. and Hara-Kudo, Y. 2016.

Spread and change in stress

resistance of Shiga toxin-producing
0157

Escherichia coli

on food-related fungal colonies,
of

Mycotoxicology 2016, Tokyo, Japan.

International Symposium

Comlete DNA
sequence of the ETEC 0169:H41

virulence plasmid and the novel

colonization factor. 89
28 3 23-25
P2-045
Inhibitory

effects of diffusely adherent
Escherichia coli strains on cytokine
secretions of epithelial cells.

89 28 3
23-25

P2-153

0169 H41
37



28 9 15-16

p-58

37
28 9 15-16
p.59

0169 H41

55
28 10 22 p.52

55
28 10 22
p.52

69
28 11 19

11

p.44

69

p.45

28 11 19

0169 H41



12



13



025 027 0148

meC
LT

0153 0159 0169
27
42
ST

10° cfu/ml

06

6 0153

PCR
PCR

PCR

14




24

ETEC

27 ETEC
06
025 027 0148 0153 0159 0169
0153
1120 1 26 11 20
026 0103 0111
0121 0145 0157
27 3 24

0153 28

ETEC

LT
PCR
27
(STEC)
ETEC
ETEC

ETEC

27
STEC
B.
ETEC 0153
27 ETEC

15

ST



0153

STEC
0153
0153 4
modified EC mEC 36
42 18
4
SMAC  DHL
37
20
ST LT
PCR
ST LT
27 Hidaka
ST LT
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A

STp gcaaaatccgtttaactaatctcaaa 0.5
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40
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C
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100 cfu/ml 025 0153 0169 10t 5u | 10t cfu/ml
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BRAMBEHRIE —XERAE

ERES
- WERXBEREZELE (TUHhE)
- HSE—X:Dynabeads® M—-280 Sheep anti-Rabbit IgG
(TermoFisher SCIENTIFIC#t &, XU 42X $1ER5E)
- 0.1%BSANNPBS

Al #E 1

- 10mMPBS (pH7.4)
=E

- 15ml ¥4y 0Fa—7J

- BSE—XERARFIVF
Hik

1. 1.5mFa—TZRET 5,

2. MRE—XZ&GEML, LEF2—TI2250 4 155F T B,
3. 0.1%BSANMPBSZImIMNA %S TS (E%1ER) .

4 BAREZAVWTHERE —XZ2£H%, LEERMYKR

5. 0.1%BSANIPBSZ ImIMZEGEMT 5 (hiF2EE),

6. MAEZAVTHAE—XEEHz%, EBEEWMYRKSG

7. 0.1%BSANPBSZ980 1 1NN Z, SR E—XZHFHESE 5,
8. MEKBZERZEMEFZ20uIMNZD,

9. ERT285, GBIEMSELAOHERE —XEMAERIESE S,
10. BAZAVWTHSE X%, EFERYRKL

11. 10mM PBS(pH7.4) %250 4 1IN %, BiFlESE 5,

12. 4°CTRE




F1. HERMEDREEREHE

mEFEDOY(TUhER)

ibrp:cd

A B C D
06 - - - -
025 ++ - ND ND
027 - - +++ +
0148 +++ +++ ND ND
0153 +++ +++ ND ND
0159 +++ +++ ND ND
0169 +++ +++ ND ND

mERERISTERZRAL, RSMFEEETITO -

F®2. BRFPHBEBIE—XDERFMR

AF'RPDOEE (cfu/ml)

=
e 10° 10° 102 10' 100

06 ND 1+ - - -

025 =3+ o+ 9+ 1 + \D
027 ND >3+ 3+ 2+ v
0148 ND >34 24 . .
0153 >3+ 3+ 2+ + | ND
0159 ND >34 2s L T
0169 >3+ 2+ 1+ + | ND

SMACEX, IAEWEMSMACERX, VOFF7H—STECEREEH,
DHLEXFR EIZRBEL-E£EZDTEHIE
1+:1~9{@, 2+:10~99&, 3+:100~9991&



#®3. BRARBILEE—XZRAV-ERRERBEORLE

mROBREEE (cfu/ml)

MER o DAEMEM sO€FA—
SMAC  STEC (ErEtZith)
06 10° 10° 10° 10?
025 10 10" 10 102
027 10° 10° 10° 10°
0148 10° 102 10’ 10°
0153 10’ 10% 10’ 10’
0159 10° 10' 10’ 10°
0169 10’ 10 10’ 10

£ MFHHEOREERAMPBSEREHA ML
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