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F* 1. RWBEAWES 7 H R0 MRECFE

ALT(UL) AST(CL) BUN(mzdl)
10 mgkz 0 mzksz 10 mzks Nmgksz W0 mgks 0 mzksz
Sakme 18 =39 38 =31 32 =44
HsPC3K9-1091-AM(14) 27 =266 2= 268 47 =138 77 137 32 =24 31 =243
HsPCSK9-1131-AN(14) 19 =20 =359 40 =31 49 = 44 32 =49 2% =213
HsPCSK9-1771-ANY(14) 281 = 351 1328 123 = 118 1595 27 =06 3%

F+ 2. BLAST (T X 5 Rl 3L tHRY< 7 AREFO REGR

Nuzbx of
ASOD mismach Gene ame
squence
0 Mus musculus myc-lie oncogens, s-myc protein (Mycs), aRNA

HPCSKS-
1091-AN(14)

Mus musculus desmocollin 2(Dx2), transceipt variant X 1L aRNA

Mus musculus braast carcinoma amplfied sequence 1 (Beasl), aRNA

Mus musculus breast carcinoma amplfied saquence 1 (Beasl), *RNA

Mus musculus pradicted gene 10768 (G 10768), long non-coding RNA

Nus musculus desmocollin 2(Dx2). *RNA

HaPCSK®-
1131-AN(14)

Mus musculus zin finger and SCAN domain contzining protein F-13ke (LOC100862415). *RNA

Mus musculus RIKEN cDNA AS30007B06 gene (AS30007BORK), aRNA

Mus musculus family with sequence similerity 210, member A(Fam2102), 2RNA

Mus musculus carboxypeptidase N palypeptide 2(Cpn2), RNA

Mus musculus X @ telangecsa and Rad3 relaied (Alr), *RNA

Mus musculus dihydropyrimidinase-1ike 5 (Dpyd5), *RNA

Mus musculus gpastic paraplegia 11(Spgll), mix RNA

Mus musculus WD repeatdamain 77 (Wd&77), @RNA

Mus musculus muclear factor of activated T callg cytoplaamic, calcineurin dependent 2 (Nfatc2), @RNA

Mus musculus ADP-ribosviation factor-lie 4C (Arl4c), =RNA

HiPCSKe-
1771-A\(14)

Mus zusculus fam iy with ssquance smilanity 172, member A (Fam172a), tenxcript variant X8, @RNA

Mus musculus vaccinia ralated kinase 1 (Virkl), transcapt vasiant X 10, RNA

Mus musculus axyserol binding proein-lie 5(Obpl5), transcript varant X3, aRNA

F 3. BLAST K X 3 BE AWMLY 7 AREFO RBGR

ASOID

Nuaber of
mismatch Gene name

®quence

HsPCSK®-
1091-A0f14)

0

Homo sapiens proprotein convertase subtilisinkexm type © (PCSKS), mRNA

Homo sapiens fing finger prota:m 40, £ UDIQUEIN protem Egase (RNF40), MRNA

Homo sapiens protein tyrosine kmase 7 (PTK7), mRNA

Homo sapiens vacharacenzed LOC1027255/0 (LOCI02725570), ncKNA

Homo sapiens calpam 1, (mul) large subunit (CAPN]), tranxknipt varant X1, mRNA
lomo sapiens Tepeat conaming , tanapt varant

Homo sapiens srwin 3 (SIRTS), tanxnpt varant X1, mRNA

HsPCSK®-
1131-AM(14)

Homo sapiens proprotein convertase subtilisinkexm type © (PCSKS), mRNA
lomo sapiens 2nase

Y.
Homo sapiens metoas 1 assocaed protem (\nAP) mRNA

Homo sapiens zinc finger, AN I-type domain | (ZFANDI), non-coding RNA

Homo sapiens transmembrane proem 100 (TMEM109), mRNA

HsPCSKS-
1771-AM{14)

Homo sapiens proprotein convertase subtilisinkexm type © (PCSKS), mRNA

Homo sapiens vanabk charge. Y-linkad 1B (VCY1B). mRNA

Homo sapiens ADP-nbosyhaton facor-like 4C (ARLAC), mRNA

Homo sapiens vanabk charge X-hnked 3A (VCX3A). mRNA

Homo sapiens CD 180 mokcule (CD180), transcnipt vanant X1, mRNA

Homo sapiens solute camier family 45. meaber3 (SLCASA3). mRNA

Homo sapiens mab-21-1ike 3 (C. elegans) (MAB21L3), mRNA

Homo sapiens TMEMO domain family. member B (TMENPB). mRNA

Homo sapiens Ras protein-specific guanine muc leotxde-r2leasing factor 2 (RASGRFY), mRNA

Homo sapiens LIM homeobox transcerption factor 1. beta LMX1B). transcript vanant 2. mRNA

Homo sapiens valyl-tRN A synthetase 2, metochondral (VARSY), ranscript vaniant 1, mRNA

Homo sapiens CD 180 mokcule (CD180), mRNA




F* 4. RBIEAYID 1C50 & ALT DTk

ALT(UL) N 1O
T B IC..(n\M)  ALT(50mzkz)*1C50
Salme 18 = 39
HsPCSK9-1001-AN(14) 27 = 66 62 = 268 7.7 4708
HsPCSKO-1131-AM(149) 19 = 20 2 = 59 8.0 176.8
HsPCSK9-1771-ANM(14) 281 = 551 1325 6.2 81702
4.5
.E— 4
c 3.5
g 3
= 2.5
5
£ 2
E 1.5
g 1
e y = 0.99x + 1.063
2 0.5 R? = 0.99507
0
-2 0 2 4
== concentration
avidine coated plate (log[g/g tissue))
Bl 2. HELISA HIRER Bl 1. HELISA O REiR
# 5. HELISA FiRaTHEE DNA
Sequence ID Sequence Length (mer)
P20B G ggCTCatagcaCaTTaTCc 20
tem plate P20B G aatagcgaggataatgtgctatgagceee 29
AB20B TTICAGcattggtattCAG TG 20
AB16B CAG cattggtatTCAG 16
AB10B CattggtatT 10
template AB16 G aatagcgactgaataccaatgctg 25
probe DNA Tcgctatte 9

Upper case: 274-BNA, Lower case: DNAL P 1, L IL. DIG, 43 4=, BIOTIN: =4 5.v



F* 6. HELISA (0 B P FERTO\WT

VI 2o T pI(o P! T T
ST 1770 354 70.8 142 283 0566
(g g protein)
1810 230 110 12O s Qvs
1320 433 118 135 281 0408
1310 484 817 18 247 0771
P 1330 402 104 231 27 0501
e semtei 1560 433 919 gn 34 0641
1410 420 822 §%7 177 0654
1350 437 116 ns 234 0577
1750 489 63 27 3.0 0413
Glénp*,:!-,_) 1430 457 955 11 282 082
(,ﬂ;ém; 19 89 182 234 0492 0148
LN 302 128 120 2.1 ¥i5 115
AL 691 393 141 168 148 111

F 7. B3&# [ HsPCSK9-1131-AM(14)]4& i B§ DNA

Sequence (5 »3)

HsPCSKS-1131-AN(14) GTzacacaaazCAsz
Templata DNA gaatagcegactz otttz tzteac-BIOTIN
Probs DNA P-tegetatte-DIG

Upper case: AmNA, Lower case: DNA P: ) /f%/k, DIG; 3% ¥4 = BIOTIN: E#4F>
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