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Titer of A/California/7/2009(HIN1) responses after influenza vaccine

Proportion of subjects

GMT .
tected (% Rate of 4 t
Facilities Object person Number Age Moon Told protected (%) . ra e; Hin:; "
Pre Post ‘ean 10 Pre Post fnereasing ¢
increase
Meikenannhuenn Staff N=103 43.2+11.7 94.0 146.6 2.0 85.4 98.1 13.6
User N=46 86.4+8.2 80.0 116.6 1.8 80.4 89.1 15.2
Titer of A/New York/39/2012(H3N2) responses after influenza vaccine
GMT Proportion of subjects
. . protected (%) Rate of 4 times
Facilities Object person Number Age Moan fold . ine HA tit
Pre Post 'ean o Pre Post fnereasing ter
increase
Meikenannhuenn Staff N=103 43.2£11.7 68.1 130.7 25 85.4 96.1 20.4
User N=46 86.4+8.2 47.2 98.8 2.8 71.7 91.3 28.3
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. e 00 | e ot s
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Pre Post 'ean 0 Pre Post s
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User N=46 86.4+8.2 22.2 35.5 2.1 39.1 52.2 10.9
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HI (n=6)
A/ /7/2009 | A/ /39/2012 | B/ /2/2012
(HIN1) (H3N2) ()
pre post pre post pre post
1 A 320 640 20 80 80 80
2 640 640 160 320 40 40
3 A 80 160 80 160 40 80
4 B 40 40 10 20 40 40
5 160 320 20 80 40 80
6 B 40 40 160 320 40 40
3 51 36 32 7
n=1
(n=103) 2.9% 49.5% 35.0% 31.1% 6.8%
0 13 2 0 0
n=46
( ) 0.0% 28.3% 4.3% 0.0% 0.0%
3 64 38 32 7
n=149
( ) 2.0% 43.0% 25.5% 21.5% 4.7%
2014-15 2015 1 29
MR B
nuE I:F B
3
ww  EER Bt =
h
A B kM ‘:%'/:1;')\‘91 H?;)SY A/:;:)NZ V'lt(:iu)r'la Yar?:%ata ‘(\;? &Et
0 0 0 0 0 0
ABE 0 0 0 0| i) (0.0% (0.0% (0.0% (0.0% (0.0%) ° o o
. 1 0 47 0 0 0
WE 235 170 0 65|, (0.0%) (97.9%) (0.0%) (0.0%) (o.0%) ° | 2 185
0 1] 12 1] 0 0
BE 13 120 1| 000 (0.0% (100.0%) (0.0%) (0.0%) (0.0%) 2 o 1
- 0 0 10 0 0 0
W& 1010 0 0 | 0000 (0.0% (100.0%) (0.0%) (0.0%) (00%) ©° | ° ©
0 0 29 1] 0 1]
BE 72 71 10| 00w (0.0%) (100.0%) (0.0%) (0.0%) (o0%) > | 1 42
1 0 0 0 0 0
ML 110 0 0% (0.0% (0.0%)  (0.0%) (0.0%) (0.0%) o 0
o= 2 1] 98 1] 0 0
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68



69



NA 151
NA
A/H3N2
A
NA
Madin-Darby canine
kidney (MDCK) A/H3N2
NA 151
Asp NA
NA MDCK
H3N2

NA

NA

A/H3N2
NA 151
A/H3N2
NA
NA
NA 151
H3N2
B
(1
1n vivo
1
(2) A/JH3N2
24 2012/13

A/Victoria/361/2011(H3N2;Vic361)

70



C Hasegawa H, Paulson JC, Smith DJ

MDCK Vic361 & Kawaoka Y. Circulating avian
NA NA influenza viruses closely related to
151 the 1918 virus have pandemic
Asp potential. Cell Host  Microbe.
[ Asn 15:692-705, 2014
Gly 1 3  Herfst S, Imai M, Kawaoka Y &
NA Fouchier RA. Avian influenza virus
151 Asp  Asn Gly transmission to mammals. Curr. Top.
Microbiol. Immunol. 385:137-155,
2014
H3N2
NA 157 9 (2014)
F
D 1
A/H3N2
2.
NA
3.
E

1 Fan S, Hatta M, Kim JH, Halfmann
P, Imai M, Macken CA, Le MQ,
Nguyen T, Neumann G & Kawaoka Y.
Novel residues in avian influenza
virus PB2 protein affect virulence in
mammalian hosts. Nat. Commun.
5:502, 2014

2  Watanabe T, Zhong G, Russell CA,
Nakajima N, Hatta M, Hanson A,
McBride R, Burke DF, Takahashi K,
Fukuyama S, Tomita Y, Maher EA,

Watanabe S, Imai M, Neumann G,

71



72









Adam Meijer, Helena Rebelo-de-
Andrade, Vanessa Correia, Terry
Besselaar, Renu Drager Dayal,
Alicia Fry, Vicky Gregory, Larisa
Gubareva, Tsutomu Kageyama,
Angie Lackenby, Janice Lo,

Global update on the
susceptibility of
human influenza

Antiviral

Takato Odagiri, Dmitriy viruses to Research. Oct110 31-41 2014
Pereyaslov, Marilda M. Siqueira, [neuraminidase
Emi Takashita, Masato Tashiro, [inhibitors, 2012-2013
Dayan Wang, Sun Wong, Wenging
Zhang, Rod S. Daniels, Aeron C.
Hurt
WHO
recommendations for
Barr IG, Russell C, Besselaar the viruses used in
; . |the 2013-2014
TG, Cox NJ, Daniels RS, Donis Northern Hemisphere
R, Engelhardt OG, Grohmann G, influenza vaccinF()a'
Itamura S, Kelso A, McCauley J, |- .~ '
. Epidemiology,
Odagiri T, Schultz-Cherry S, antigenic and genetic AU
Shu Y, Smith D, Tashiro M, cha?acteristicg of Vaccine 20,932(37) 4713-25 2014
Wang D, Webby R, Xu X, Ye Z, influenza '
Zhang W; Writing Committee of
o A(HIN1)pdm09,
the World Health Organization
. A(H3N2) and B
Consultation on Northern . .
. influenza viruses
Hemisphere Influenza
collected from
October 2012 to
January 2013.
Tertiary mutations
stabilize CD8+ T
Burwitz B, Wu H, Reed J,|lymphocyte escape-
Hammond K, Newman L, Bimber|associated
B, Nimiyongskul F, Leon E,|compensatory . ) _
Maness N, Friedrich T,|mutations following J Virol. 88):3598-604 2014
Yokoyama M, Sato H, Matano T,|transmission of simian
O'Connor D, and Sacha J immunodeficiency
virus.
s e, [
Halfmann P, Imai M, Macken CA, PB2 protein affect Nat. Commun. 5 502 2014

Le MQ, Nguyen T, Neumann G
& Kawaoka Y

virulence in
mammalian hosts.

72




. Avian influenza virus | Top.
E;?;S;i;’ gga' M. Kawaoka Y & transmission to Microbiol. 385|137-155 2014
mammals. Curr. Immunol.
Trivalent influenza
Hiroi S, Morikawa S, Nakata N, vaccine-induced Human
! . |antibody response to |Vaccines & .
Maeda A, Kanno T, Irie S, Ohfuji | . A (in
S Hirota Y. Kase T circulating influenza A|lmmunotherap press)
' ' (H3N2) viruses in eutics (in
2010711 and press)
2011/12 seasons.
Kudoh A, Takahama S, Sawasaki The phosphorylation
of HIV-1 Gag by
T, Ode H, Yokoyama M, . A
Okavama A Ishikawa A atypical protein kinase
Kaly ' ' C facilitates viral .
Miyakawa K, Matsunaga S, infectivity b Retrovirology 11 9 2014
Kimura H, Sugiura W, Sato H, romotirfy Vyr
Hirano H, Ohno S, Yamamoto N, P g vpr
RvO A incorporation into
y virions.
Kuroda M, Niwa S, Sekizuka T,
nggigoljthT;oI:T\loylslr:c?aMM Ryo Molecular evolution of
Kozawa K, Shirabe K, Kusaka T, tylfsw;’e\sﬁ:g'hal?:]an Sci Rep. 5 8185 2015
Shimojo N, Hasegawa S, Sugai K, rhino?/irus species C
Obuchi M, Tashiro M, Oishi K, P
Ishii H, Kimura H
Kumagai T, Nakayama T, Okuno rHeusmcc))r:zlech:nimleu enza
Y, Kase T, Nishimura N, Ozaki T, P .
; . , A(H1IN1)pdm2009 in )
Miyata A, Suzuki E, Okafuji T, . . Viral
N L patients with natural 27(8) 368-374 2014
Okafuji T, Ochiai H, Nagata N, infection and in Immunology
Tsutsumi H, Okamatsu M, vaccine recipients in
Sakoda Y, Kida H, lhara T the 2009 pandemic.
Cross-reactivity
analysis of T cell
Motozono C, Yokoyama M, Sato|receptors specific for [Microbes and 16/320-7 2014
H,and Ueno T overlapping HIV-1 Nef|Infection
epitopes of different
lengths.
. o Detection of Journal of (in
Morikawa S, Hiroi S, Kase T respiratory viruses in |Clinical press)
gargle specimens of [Virology
healthy children.
Distinct combinations
of amino acid
Nomaguchi M, Nakayama EE, substitutions in N- Microbes
Yokoyama M, Doi N, Igarashi T, [terminal domain of Infect 16(936-44 2014
Shioda T, Sato H, Adachi A Gag-capsid afford '
HIV-1 resistance to
rhesus TRIMbcx
Nomaguchi M, Miyake A, Doi N, Natural single-
N . . nucleotide
Fujiwara S, Miyazaki Y, olvmorphisms in the
Tsunetsugu-Yokota Y, polymorp J Virol. 88(4145-60 2014

Yokoyama M, Sato H, Masuda T,
Adachi A

3' region of HIV-1 pol
gene modulate viral
replication ability.

73




Takashita E, Ejima M, Itoh R,

A community cluster
of influenza
A(HIN1)pdm09 virus
exhibiting cross-

Miura M, Ohnishi A, Nishimura H,|resistance to Euro Surveill. ;-alng(l) 2014
Odagiri T, Tashiro M oseltamivir and '
peramivir in Japan,
November to
December 2013.
Characterization of a
Takashita E, Kiso M, Fujisaki S, :ﬁ;?feﬁg;break of
Yokoyama M, Nakamura K, . Antimicrobial
Shirakura M, Sato H, Odagiri T, ﬁ\gisls'\izz?srggr?t \;lorus Agents and in
Kawaoka Y, Tashiro M, and the oseltamivir and Chemotherap |press
Influenza Virus Surveillance . y
Group of Japan. peramivir in the 2103-
14 influenza season
in Japan.
Watanabe T, Zhong G, Russell
CA, Nakajima N, Hatta M, Circulating avian
Hanson A, McBride R, Burke DF, influenza Viruses |
Takahashi K, Fukuyama S, Cell Host
Tomita Y, Maher EA, Watanabe ilg;)fglzirri;a;ea(\j,;o the |\ jicrobe. 151692-705 2014
S, Imai M, Neumann G, . .
Hasegawa H, Paulson JC, Smith pandemic potential.
DJ & Kawaoka Y
Yasuko Tsunetsugu-Yokota,
Kengo Nishimura, Shuhei Development of a
Misawa, Mie Kobayashi-Ishihara, "
Hitoshi Takahashi, Ikuyo Z?”S't"’ft ”lf.‘t’ef' e BMC Infect
Takayama, Kazuo Ohnishi, h'.a%'l‘os 'fh It for the o NeCt 13141) |362- 2014
Shigeyuki Itamura, Hang L. K. ghly pathogenic S:
. . avian influenza A
Nguyen, Mai T. Q. Le, Giang T. (H5N1) virus
Dang, Long T. Nguyen, Masato '
Tashiro, Tsutomu Kageyama
Yamanaka A, lwakiri A,
Yoshikawa T, Sakai K, Singh H,
Himeji D, Kikuchi I, Ueda A,
Yamamoto S, Miura M, Shioyama Imported case of
Y, Kawano K, Nagaishi T, Saito acute respiratory tract
M, Minomo M, Iwamoto N, Hidaka infection associated Mar
Y, Sohma H, Kobayashi T, Kanai | . PLoS One. ) e92777 2014
Y, Kawagishi T, Nagata N, with .a men:ber %f 25,9(3)
Fukushi S, Mizutani T, Tani H, zﬁhccl)ior\]/ﬁj:n ay
Taniguchi S, Fukuma A, '
Shimojima M, Kurane |,
Kageyama T, Odagiri T, Saijo M,
Morikawa S
(2013 53| 99-67 2015
9 2014 5 )
—2013/14 65 2014

74




50 10

101-105 2014
30 12 1 g6.102 2014
25 13 [71-79 2015
2012/2013
201372014
2013714
35| 254-258 | 2014
2013/14
B 35 11 |262-263 so14
65 2015
2009710
2013/14
2013/14 i st

75




