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isolated from botulism cases in Japan between 2006 and 2011.
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KPZ42320 TGATACARTATCCAACAGCTTGGCAATCAGTAGGACACATEATGGTGATTTTE
KJEE0346 TGATACARTATCCARACAGCTTGGCARTCAGTAGGACACATGATGGTGATTTTE
KJESOZ4T TGATACARTATCCAACAGC TTGGCAATCAGTAGGACACATGATEGTGATTTTE
AF2TZ001 TGATACARTATCCRACAGCTTGGCAATCAGTAGGACACATGRTGGTGATTTTE
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KPES8432 TCAGGAAARGRRARATTCTTATGARCTTCCATCAGARAARGAACGRARTCAGCTTCC
KMOZ4551 TCAGGAAARGARAATTCTTATGARCTTCCATCAGARRARGAACGAARTCAGCTTCC
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KJEE0Z4T TTTGATCARATTTCTTCTAATACACCARGGGATGCACATGOTTOCCEGAC
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KPES8432 TTTGATCARATTTCTTCTARTACACCARGGGATGCACATOGTTGCCGGRAC
KMO34551 TTTGATCARATTTCTTCTARTACACCARGGGATGCACATOGTTGCCGORAC
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