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a) (in vitro )
DDS
C.
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B.2 SPR Fey
SPR Biacore T200 GE
CM5 His GE
His-tag FceyR

Sino Biologicals

HBS-EP+ 10 mM HEPES,

150 mM NaCl, 3 mM EDTA and 0.05%

Surfactant P20 10 mM glycine
(pH1.5)
lpgl/ml 1 10 pl/min

3 5 1 30 pl/min

FeyRI FceyRIla FeyRIIla
1:1 binding model steady state
model two state reaction model

Kb

C.1.1 IgG

C.1.1.1 IgG
IgG1 2 H 2 L
150,000 CH2
Asn297 N-
CDR
IgG
H
A
CH2 CH3
Fc Fey
Fey
ADCC
CDC
B-1
Fe IgG
Fe FcRn FcRn
B-11
C.11.2
2 IgG PK
1gG
CL
CH1 Fab
scFv 2 scFv diabody 2
scFv tandem-scFv
1
VuH



PEG FcRn Fe

2
PK
C.1.2
3 IgG
Fey
IgG
IgG1l 4
IgG1
I1gG2 IgG4
IgG2 4
I1gG4
IgG3
C.l1.21
C.121.1
Fey Asn297
N
Fey RIII
ADCC
CCR4
1
(1)
(3)
CDR ADC
ADC
1 2
1 2
(2)
ADCC CDC C.1.2.1.2
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FcRn

IgG

6 IgG

Target mediated drug disposition

FcRn
1B-11
IgG Fc FcRn
(1) IgG
IgG
2 5
Fe
FcRn
4
His

22

CDR

FcRn
2
IgG Fe
FcRn
Fe IgG
FcRn
FcRn IgG
Fe
2-1 FcRn
-Fe scFv
sckFv  Fe
scFv 3.5
scFv-Fe 93
scFv single
chain diabody
diabody II1
(2)-2 FcRn
IgG IgG
Protein A Protein G
Protein L
-1gG



scFv

single chain diabody IgG C.1.22
IgG C.1.2.21
Protein A Protein G FcRn
IgG  FcRn
Fe
(2)-3
mg/ml
PEG
PEG Fab
1
C.1.2.2.2
C.1.2.1.3
MHC II
T
T in vitro
Cc.1.2.3
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IgG NK FeyRIIIa ADCC

FcyRIIa FeyRIIIb
A FceyRIIIa Fey
H L B H
L 10
2 H FeyRIIb
H
L 3 Fey FceyRI
Fe FceyRIIT  FeyRIV Fey
IgG Protein A FeyRII FeyRI
FcyRI
FeyRIT
FcyRIIb
C.2 Fc Fcy FcyRIIa
FeyRITT
NK Fey
Fey FcyRIIla CD16
Fey FcyRIla
FeyRITT ITAM
ITAM FcyRIIa
FeyRIIT 60
FeyRIV
Fey FeyRIII Fey
IgG
IgE
C.2.1 Fecy FeyRIV
2 Fey Fey
4
FcyRI FcyRIla FceyRIIIa Fey
FeyRIIIb 1 FcyRITb Fey

FcyRI90  FcyRIla 89% FcyRIIb 92%
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FeyRIIIa 91

FeyRIIIa
FeyRIIIa IgG
IgG
FeyRIIIb
C.2.2 IgG Fey
7 SPR IgG Fe
Fey FeyRI
ITa Illa
IgG1
IgG1
IgG2
I1gG4
Kb 3
Fey
FeyRI
Kp nM
FeyRIla Kb
p M
Fey
FeyRI
IgG2 1gG4 IgG1
FcyRIla IgG1
IgG1l IgG2 IgG4 4
1gG4 3
FeyRIIIa
IgG1
IgGl Kp IgGl 1/6
IgG2 1gG4 FcyRIIIa
C.2.3 IgG1-Fec

Fey

25

8 IgG1
Fey
IgG1-Fc
FcyRI FeyRI
FcyRI
FeyRIII
FeyRIla
FeyRIII
IgG2b
CD3
FeyRIII data
not shown
FcyRIIb
FeyRII
FeyRIV
IgG1-Fc
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IgG1 IgG1 IgG2
Fe Fey
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I1gG1 Fe
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data not shown

FeyRI FcyRIla
3
FeyRIla
FeyRIIb
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FeyRI FcyRIla
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IgG1-Fc

Fey
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15 1 phase
3 SiRNA
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SiRNA
Nat Biotechnol.

21(6), 635-637, 2003

RS RNA mRNA, pre-mRNA, miRNA
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Table 1
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4/10 708 Ll\é[&i%/;)’ 0/4 0
ADA-SCID
LMO2,
4/10 1959 MDS-EVI1 0/4 0
ADA-SCID 416 2198 0/4 0
MDS-EVI1(2/2), 3
CGD 2/2 765 PRDM16(2/2), 2/2 (
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Knight S et al: Curr.Gene Ther. 13, 11 2013
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