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8 12
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C0-810 Colum oven
PU-980/D-980-50 degasser
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5%DMSO
16SrRNA PCR 1
)
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Dye (50%) 0.4 ul DMSO 1.0 ul PCR
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(15uM) 0.4 ul  ROX Reference Dye (50x%)
0.4pul PCR 7.8 ul
1.0 pl
96
19 pl 1.0
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ABI 7000 Real-time
PCR System PCR
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9% 1 1 PCR

% 5 66 31 40
95 15 60 1
95 15 1
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0 12 24 48 72

5 g 1-2

(13,000 rpm 5 )

PBS

2
250 p 1 250
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Difco™ Brain Heart Infusion
Agar Becton,Dickinson and Company
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Sandwich ELISA
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Peroxidase)
SEI0
rSE10
HRP
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Femto Maximum Sensitivity Substrate
Thermo Scientific

wallac 1420 ARVO

MX/Light Perkin Elmer

protein A



ImmunoPuer  Normal  Rabbit  Serum
PIERCE NRS
20 100 4
16—~18 Solution 1
10
Solution 1
protein A
SEI0
NRS
Solution 1
protein A NRS
19G
Sandwich ELISA
20 30
egc
Aomoril
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BHI broth 5 ml seed culture
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20 30 48
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14,000 rpm 20

0.22 pm
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Real-time PCR egc-
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reverse transcriptase
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05 p 1l 0.IM DTT 2 p I random
primer (Invitrogen) (100 ng/ml ) 1 p
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75 15
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® 0.22 ym Millipore
TCA
50 mM
Tris-HCI, pH 7.5 Sandwich
ELISA SEls
20 30
egc
mRNA
BHI Aomori 5 x 10’
cfu/ml 20°C 30°C
egc SEs
30°C 12
20° C
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( ) 500
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rSEA Sul
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rSEA SAE
SAE
S5ul
15 30
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SEA rSEA
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0.5 20 py g/ml
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10 ng/ml
SEA SEA
SEA 50 100 ng/ml
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pg/ml 10 pg/ml
10 pg/ml
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SEA
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2 pg/ml
5 10
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QCM SEA
SEA
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5 10 50 ng/ml
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2
pg/ml 15
5ng/m  SEA 80Hz 10 ng/ml

90Hz 50 ng/mi 300 Hz
100
200 ng 200
ml 1 2ngm SE
QCM
G
SEA
50 100 ng/ml
G
10 pg/ml SEA
10 50 ng/mi
G
SEA
SEA
5 ng/ml
30
5ng/ml SEA 20 Hz
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NCTC8239 SM101
Fluid Thioglycolate

D Glucose FTG PBS
MEM
(DMEM) 0.4  soluble starch
DMEM/SS

colony forming unit CFU



10 50 ul  brain
heart infusion
16—~24
75 (NCTC8239 ) 65 (SM101 )
20 10
CFU
2) In vitro
24
Caco-2 10%
FCS DMEM
DMEM/FCS 24
3-4
DMEM/SS
1 FTG
RNA
DMEM/FCS Caco-2
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