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Isolates from patients
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[typicd Bejing 29 67.4 52 37.2 1.01E-03]
atypical Beijing 14 32.6 87 62.8 1.01E-03

Euro-American 23 25.3 23 13.7  0.03089

Indo-Oceanic 19 20.9 4 24  1.87E-06

East African-Indian 6 6.6 2 1.2 0.04306

* Statistical analysis done using Fisher's exact test.
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(Molecular epidemiology study on recurrence TB in Thailand and Japan)
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Spoligotyping polymorphisms of the direct
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1 HIV QFT

QFT
(n=247) QFT  (n=246) QFT  (n=247) QFT  (n=246)

Gender CD4 at enrol Iment

Male 21 87 <100 19 93
Female 32 107 100-149 8 13
Age 150-199 6 20
<15 5 8 200-249 6 10
15-34 12 79 250-299 3 11
35-59 36 104 300-349 2 10
60+ 0 3 350+ 9 37
BMI ARV at enrol Iment

<16 4 15 ARV 35 131
16-18.5 9 48 No ARV 18 63
18.5+ 32 124 Missing 0 0
Missing 8 7 TB at enrollment

TST TB before enrollment 6 14
0 37 134 TB at enrollment 1 12
2-4 2 14 Non TB 46 168
5-9 4 13 Survival by April 2011

10+ 1 3 Dead 13 43
No TST 9 30 Alive 40 151

2 1,319 1

EAI Reference Reference
EAI 2.74 (1.95-3.86) <0.001 1.75(1.23-2.48) 0.002
Fem ale Reference Reference
Gender
Male 1.20 (0.83-1.74) 0.335 1.21(0.82-1.79) 0.327
0-34 Reference Reference
35-49 1.5 (0.9-2.49) 0.118 1.6 (0.96-2.65) 0.07
Age group
50-64 1.52 (0.87-2.65) 0.139 2.83(1.55-5.18) 0.001
65+ 4.47 (2.75-7.27) <0.001 6.95 (3.88-12.45) <0.001
Nega tive Reference Reference
HIV status Positive 2.47 (1.73-3.53) <0.001 5.00 (3.22-7.77) <0.001
Unknown 1.23 (0.3-5) 0.772 (*Negative + unknown)
>60 Reference
Reference (*combine 50-6060+)
50-60 1.19 (0.49-2.89) 0.702
Body Weight 40-49 1.32 (0.56-3.12) 0.532 1.1 (0.69-1.76) 0.689
<40 2.53 (1.05-6.08) 0.038 1.76 (1.05-2.96) 0.033
Missing 3.51 (1.49-8.28) 0.004 2.43 (1.53-3.86) <0.001
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(Barreiro LB, et al. PNAS 109:1204- 9, 2012)
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S
NAT2 fast/slow alleles in MDR-TB
in Viet Nam
Activity MDR-TB HC
(n=58) (n=111)
Genotype Fast 12 207% 31 27.9%
Inter- 2x3
mediate 35 60.3% 43* 38.7% P=0.025 Fisher
Slow 1" 19.0% 37 33.3%
2x2
Allele Fast 59 0.509 105 0.473 P=0.567 Fisher
Slow 57 0.491 117 0.527
* HC did not follow Hardy-Weinberg Equilibrium
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