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Ozawa M., Ohtani A., Kawaguchi E.,
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Kobori M., Masui T.: Japanese
Cultured Cell Lines Collection
from Hereditary Disease.
International Society for
Biological and Environmental
Repositories: ISBER 2012 Annual
Meeting & Exhibits 2013.5,

Sydney, Australia.

Genomic profiles of tumor
cell lines collection analyzed

by high-resolution array-based

Biology: 2013 ASCB  Annual
Meeting, New
Louisiana (2013.12)
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Japanese Cultured Cell Lines
Collection from Hereditary
Disease. Kohara A., Satoh M.,
Yoshida T., Kosaka T.,: 5th ANRRC
International Meeting Shonan

(2013.10)

Human Tissue Bank at the
Japanese Collection of Research
Bioresources (JCRB) KosakaT.,
Ohnishi A., Masui T., Kohara A.:
Availability of Surplus Surgical
Tissues for Biomedical Research.
5th ANRRC International Meeting
Shonan (2013.10)

comparative
hybridization (aCGH) and next-
generation sequencing (NGS).

genomic

Kohara A., Hirayama N., Ozawa M.,
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International Cell Line Authentication Committee I ICLAC.org

Cell Line Checklist for Manuscripts and Grant Applications

This checklist is designed as a resource for scientists who write or review manuscripts and grant
applications that use cell lines. Some cell lines will give unreliable results if used for research — for
example, cross-contaminated cell lines no longer comrespond to donor tissue and so may not
represent the comrect species, tissue type or disease state. Such misidentified or false cell lines
produce unreliable research data and we urge reviewers to highlight their use wherever possible.

This checklist will help the author or reviewer to look for obvious cell line quality concerns. The

checklist may also be used to communicate any quality concems to be addressed prior to publication
or funding.

Manuscript or Grant Information

Title or Manuscript/Grant ID.

Cell Lines used.

Cell Lines used with Quality Concerns:

Cell Line Information

Yes or No (No includes Not Known)

Reporting Requirsment Add further comment if required

Cell line is known to be cross-contaminated
or otherwise misidentified.

See the ICLAC website for a database of
known misidentified cell lines and
Recommendation 1) below.

Authentication testing has been performed:

The method and results should be listed.
See Recommendation 2) below.

Human cell lines: STR profile is available
with the manuscript/grant application.

See Recommendation 2) below.

Mycoplasma testing has been performed:
The method and results should be listed.
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pLVSIN-CMV-puro
TAKARA plasmid  pGL3(Promega)

luc cDNA pLVSIN-luc
Xhol-Xbal pLVSIN-luc
plasmid(Lenti-X
HTX Packagening Mix) 293T
10 -10° in vitro
PerkinElmer
ARVO Light (1420 Luminescnce counter)
luc in vivo luciferase
imaging

4T1-1uc
BALB/c
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1. Morimura S, Sugaya M, Kai H, Miyagaki T,
Asano Y, Tada Y, Kadono T, Murakami T, Sato
S. Depsipeptide and roxithromycin inhibit
proliferation of lymphoma cells by blocking
ERK activation. J Dermatol. 2014; 41; 57-62.

2. Hata T, Uemoto S, Fujimito Y, Murakami T,



Tateno C, Yoshizato K, Kobayashi E.
Transplantation of engineered chimeric liver
with autologous hepatocytes and xenobiotic
scaffold. Ann Surg. 2013; 257: 542-7.

. Matsui A, Murakami_T, Ezaki T. Expression of
CXCL17 in tumors promotes their progression by
inducing CXCL17-responding CD11b*Gr-1"%" cells.
5" International Meeting on Angiogenesis.
Amsterdam, Netherlands, Mar. 12-14, 2014.
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Ready-to-Use

RU
DNA
PCR RNA
RT-PCR
DNA RU
B
DNA

HSV1, 2, VZV, EBV, CMV, HHVEG, 7, 8, BKY,

JCV, ADV, EBYV, PVB19

GAPDH

F-tgtgctcccactcctgatttc
R-cctagtcccagggctttgatt

6FA M -aaaagagctaggaaggacaggcaacttgge-iowaBl|
ack

HSV1/2

HSV F-cgcatcaagaccacctcctc
HSVR2-GTCAGCTCGTGRTTCTG
HSV 1-Cy5-tggcaacgcggcccaac-iowaBK
HSV 2-6FAM-cggcgatgegecccag-iowaBK
Vzv

VZV F-tcactaccagtcatttctatceatctg

V ZV R-gaaaacccaaaccgttctcgag

HEX-tgtctttcacggaggcaaacacgt-iowaBK
CMV

CMV4F-tcgecgeccgaagagg
CMV4R-cggccggattgtggatt
Cy5-caccgacgaggattccgacaacg-iowaBK
EBV (BMRFlgene)

EBV F-ctgggcaaggagctgtttg

EBV R-ggccgcttgtasaattgca

6FAM -ctcggctgtggagcaggctt-iowaBK
HHV6

HHV 62F-gaagcagcaatcgcaacaca

HHV 62R-acaacatgtaactcggtgtacggt
Cy5-aacccgtgegecgcteec-iowaBK
HHV7

HHV 7F-cggaagtcactggagtaatgacaa
HHV 7R-ccaatccttccgaaaccgat
HEX-ctcgcagattgcttgttggecatg-iowaBK
HHV8

HHV 82F-cctgtcctctggtccccat

HHYV 82R-atcgttgcctatttctttttgec
HEX-ccggcgtcagacattctcacaacc-iowaBK
ADV

ADVF-gacatgacttttgaggtgga

ADV R-tcgatgacgcecgeggtg

6FAM -cccatggaygagcccaccct-BHQ
PVB19

B19F-gggtttcaagcacaagY agtaaaaga
B19R-cggYaaacttccttgaaaatg

6FAM -cagctgcccectgtgg-M GB

BKV, JCV
F-ggaaagtctttagggtcttctaccttt

BKV R-gatgaagatttattytgccatgarg

JCV R-gaagacctgttttgccatgaaga

6FAM -atcactggcaaacat-M GB

HBV

F- gtggtggacttctctcaattttctag

R- ggacaM acgggcaacatacct



6FAM - tgtctgcggcegtttt -MGB

RU

Primer.probe mix 2.7ul

Trehalose 3.0ul
X10 Buffer 1.7ul
100mM dNTP 0.17ul
Taq (1.50) 0.6nl
Water 0.83ul
primer.probe mix well
primer probe
( 20ml) 8 well strip

well
8 well strip well
GAPDH, 2. HSV1, HSV2, HHV7, 3.
BKYV, JCV, 4. EBV, VZV, 5. HHV6, PVB19,
HHVS, 6. ADV, 7. CMV, HBV, 8.

RU Trehalose
Trehalose
RU Strip
Trehalose 3.0ul
RU Strip 2
RU Strip
DNA300ng
RU
8 well strip well
10 RU

PCR  CFX96 Bio-rad PCR

PCR

Denature 95 10 sec

PCR 95 5 sec
60 30 sec
(45 cycle)

C

10 copies/reaction
RU
Trehalose

RU

50 copies/reaction well

Trehalose

Trehalose

Trehalose

RU
Trehalose
Trehalose Strip
RU
1 50

copies/reaction



Amplification
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) 6
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6 RU
EBV 10
copies [/ reaction
EBV 10 copies
D:
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RU

GAPDH 13 14

RU 6

EBV
EBV
EBV
RNA
RT-PCR
RT

Reverse Transcriptase

RU

EBV

PCR

RT-PCR
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Shintani S, Mizusawa H.: Failure of
mefloquine therapy in progressive
multifocal leukoencephalopathy:Report of
two Japanese patients without human
immunodeficiency virus infection. Journal
of the Neurological Sciences 324,
190-194(2013)

Yan J, Ng SB, Tay JL, Lin B, Koh TL, Tan J,
Selvarajan V, Liu SC, Bi C, Wang S, Choo
SN, Shimizu N, Huang G, Yu Q, Chng WJ.:
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independently of histone methyltransferase
activity. blood 121: 4512-4520(2013)
Tachikawa R, Tomii K, Seo R, Nagata K,
Otsuka K, Nakagawa A, Otsuka K,
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Respiratory Distress Syndrome. Raspiration,
[Epub ahead of print] (2013)
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16S-23S RNA
RNase P RNA

RNase P RNA
RNase P RNA P12

16S
RNA 16S-23S RNA
RNase P
RNA
RNase P RNA
RNA

16S RNA

RNase P RNA
‘ tRNA

RNase P RNA

B

RNase P RNA
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tRNA



PCR RNase

P RNA

20 EDTA
QlAamp DNA Blood
Mini Kit Qiagen Hilden Germany

DNA DNA
RNase P RNA
PCR
M. wenyonii
RNase P RNA
Forward

5-AGTCTGAGATGACTRTAGTG-3 M.
wenyonii RNase P RNA 1~20
Reverse
5-TRCTTGMGGGGTTTGC-3
M. wenyonii RNase P RNA 170
~189
Dice
PCR
DNA NucleoSpin
Extract Il kit (Macherely-Nagel )
3500 Genetic Analyzer (Applied

Biosystems )

M.

wenyonii ‘ Candidatus M.

haemobos’

PCR M. wenyonii  RNase
P RNA
RNase P RNA
M. wenyonii
P12
GAAA
(a)
EU078613
EVU078614
EU078615
HM123756
EF523602
EU078616
EV078612
AB561882
EV078610
EUO78613
EU0O78614 AT
EUO78615 g
HM123756 g -9
EF523602 ‘/,En A
EVO78616 { AL1A A
EV078612 [CCACAC ACHC GA|
AB561882
EU078610
(b)
EU@78617 1
EU@78618 1
EF212002 1
EU@78619 1
EUQ78617 51
EU@78618 51
EF212002 S1
EUG78619 51
RNase P RNA
a
b
GAAA
P12
P12
P10.1 11

5-TCTAAG-----TATGA-3’



AR AR AR An AR AR LE P 1 2
G A G A G A G A G A G A G A
AT AT AT AT AT AT AT
T-A T-A T-A T-A T-A TG T-A
A-T AT G*T TG A-T A-T G'T
T-A TA T-A T-A TA TA T-A
T-A T'G C- C-G CG CG C-G
T-A T-A T-A T-A T-A A-T G*T
5CG63 5CG67F 5-C63F §CG6F 5CG63 5CG63 5TG63
haemominutum  ovis  wenyonii  haemolamae haemacerae  aot kahanei

[5.400 [-2.600  [4.200 a [4.20] [—'f'.QD]l‘m -4 ZD‘ln [0.00 B RNaSG P RNA P1 2

=

AL AR G ‘.‘R Gl‘l A G A G A
G A G A AT AT G-C G-C
AT AT C.G C.G T-& T-A A A
C-G C-G G-C G-C G-C T-A GA
AT G-C T-A T-A T-A AT
T- T-A AT AT AT G-C
T-A T-A T-A T-A T-A T-A P1 01 1 1
5FTA3 56 AF 5.TG-3 %-C-6-¥ 5CG63F 5CG6F
suis  haematoparum haemofelis haemocanis turicensis coccoides
[-3.900 [5.200 [-7.60] [9.70] [7.50] [-6.90]
RNase P RNA P12
P12 P10.1
Kcal/mol

RNase P RNA P12

RNase P RNA
palindromic

nucleotide substitution

P12

M. haemofelis M. haemocanis
16S RNA

RNase P
RNase P RNA P12 RNA
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solution
1

/ml

Hanks”balanced salt

D-MEM

(50

jg/ml 0.25pag/ml B
) 37 2
250 am

10% D-MEM (50
jg/ml 0.25pag/ml B
) 5%CO, 37
0.25% -0.02%EDTA 1

10° cells/ml/

-160

24
DMEM 24
TNF-a recombinant
TNF-a, R&D Systems 24
RNA (RNeasy Mini
Kit, Qiagen) cDNA
PCR (Cell-to-Ct Kit,
ABI) PCR
PCR . StepOne Plus System,
Quantitation-Comparative Mode cDNA 2
I , TagMan Gene Expression Assay (human MMP-3
human IL-6 ) 1 p, Fast
Advanced Master Mix 10 1, 8.
95 , 20 - (95 ,1 - 60 , 20
)><40 40 mMRNA
human G3PDH
TNF-a
TNF- o
10ng/ml (100 M)
24

cDNA
TagMan Gene Signature Plate 96 well Stem Cell
Array plate, ABI PCR



25

217



6
2)
25
20
4
16 4
1 3 2
3
2-3
S
20
8
7 5
52 84 70
1 2
10 1
10g
10 30g 5 10g
10 30g
1 5g

70

SLE

HBSS DMEM

Custodil HTK Solution



70

1
8.0 10° cells/tube 80

SLE 1 7.0

10° cells/tube 85
2 .0 10° cells/tube
55 . 10° cells/tube 35

90%

CD105 Vimentin

JCRB

24
22
13 9
11 9

CD105, Vimentin
RT-PCR
mRNA

TNF-a
MRNA MMP-3
IL-6
ELISA
TNF-a
24well
TNF-a MMP-3 mRNA
96well
IL-
MMP-3 IL-6
MMP-1
MMP-8 IL-15 IL-1laa CD40 TLR-1 TLR-2
TLR
TLR-1 TLR-2 IL-6
96well
POUS5F1(Oct-4) Sox-2 Nanog
LAMA Typel COL1A1
FN1

MRNA



Target Name | mRNA Target Name| mRNA
ACTC1 ND GCG ND
AFP ND GCM ND
BXDC2 GDF3 ND
CD34 GFAP ND
CD9 GRB7 ND
CDH5 ND HBB ND
CDX2 ND HBZ ND
CGB MNX1 ND
COL1A1 IAPP ND
COL2A1 ND IFITM1
COMMD3 IFITM2
CRABP2 IL6ST
CTNNB1 IGF2BP2
DDX4 ND INS ND
DES PDX1 ND
DNMT3B ISL1 ND
LEFTY2 KIT
EEF1A1 KRT1 ND
EOMES1 LAMAL
FGF4 ND LAMB1
FGF ND LAMC1
FLT1 LEFTY1 ND
FN1 LIFR ND
FOXA2 ND LIN28 ND
FOXD3 MYF5 ND
GABRB3 MYOD1 ND
GAL ND NANOG
GATA4 ND NES
GATA6 NEUROD1 ND
GBX2 ND NODAL ND
NOG ND SERPINAL
NPPA ND SFRP2
NR5A2 ND SOX17
NR6AL SOX2
OLIG2 ND SYCP3
PAX4 ND SYP
PAX6 ND T ND
PECAM1 TAT ND
PODXL TDGF1
POU5SF1 TERT ND
PTEN TFCP2L1
PTF1A ND TH ND
RAF1 UTF1 ND
REST WT1 ND
RUNX2 XIST
SEMA3A ZFP42 ND




(HBV,HCV)

NASH
TNF-ox

MMP-3 mRNA
96well
TNF-

(o ¢

TLR-1  TLR-2 mRNA

TLR

SLE TNF-
o TLR-2 mRNA

MRNA
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DNA One Stop
1980 DNA
2013
DNA

One Stop




220
DNA 2,100
21 42

DNA 20 841
259

DNA

69

Web

JCRB
Japanese
Collection of Research Bioresources,
http://bioresource.nibio.go.jp

http://alldbs.nibio.go.jp

"Sagace” http://sagace.nibio.go-jp

RDF, Resource Description
Framework
1CD10

QoL

DNA
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Vol. 344 no. 6182 pp. 380-386

Fan Z, Zhao G, Li P, Du L, Yi Y, Batzer MA,
Wang H, Sakate R, Osada N, Xing J, Zhang X,
Yue B, Li J. “ Whole genome sequencing of
Tibetan macaque (Macaca thibetana) reveals
its homozygous genetic background and
genetic variation as compared with rhesus
macaque and crab-eating macaque.” Mol
Evol Biol. 2014 Apr 2. [Epub ahead of print]
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PCR

Yoshino et al., IBC 2010; 2:14, 1-9



6
(DIMit159,
D2Mit395, DAMit170, DSMit357, D13Mit253,
D17Mit51)

DNA PCR
C57BL/6J, BALB/cB, DBA/2J, C3H/Hed,
FVB/N, 129SVJ 2
QIAGEN EZ1 DNA extraction kit
DNA

QIAGEN All prepDNA/RNA
kit DNA

PCR Promega, GoTaq Master Mix

Backman, Dye2,3,4 PCR
(Beckman CEQ8800)

C57BL/6, BALB, C3H, 129, ICR,
swiss albino
BALB/c
BALB 3T3(JCRB9I005) 5
(JCRB0601,1356,0149,1355,1357) swiss

albino

5 SWiss
albino 373 L1
JCRB9014
JCRB1215 C3H
C57BL/6
JCRB1198,1199
C57BL/6

C57BL/6  CBA

ES T2
C57BL/6 x CBA
2
C57BL/6  CBA

JCRB1198,1199



Uchio-Yamada K., Sawada K., Tamura K.,

Katayama S., Monaobe Y., Yamamoto Y.,
Ogura A., Manabe N. Tencl Deficient
Mice Develop Glomerular Disease in a
Strain-Specific
Experimental Nephrology. 2013; 123:
22-33

Tamura K., Uchio-Yamada K., Manabe N.

Manner. Nephron

Noto T., Hirota R., Unami A., Matsumoto
M., Miyamae Y. Gene Expression
Analysis Detected Low Expression Level
of Cls Gene in ICR-derived
Glomerulonephritis ~ (ICGN) Mice.
Nephron
2013; 123: 34-45

Suzuki O, Koura M, Noguchi Y,

Uchio-Yamada K, Matsuda J. Zygosity

Experimental  Nephrology.

Determination in Hairless Mice by PCR
Based on Hr(hr) Gene Anaysis. Exp
Anim. 2013; 62(3): 267-273.

67
2013 5 24-26 «C )

2013 10 3-4 «C )

32
2013 11 9 ( )
PTEN
106 2013 9 12
-14
resveratrol
60 2013 5
15 -17
Abeta is

prerequisite. But insufficient to
cause tau phosphorylatic in vivo: Tau
phosphorylation in APP mice by
diabetes. 36

2013 12 3-7 ( )

. Sato N, Mori-Ueda M, Tanaka T, Takeda S,

Uchio-Yamada K, Ueda H, Shinohara M,

Murayama S, Takeda M, Rakugi H,

Morishita R.[] Possible involvements of



Abeta, insulin  signaling and tau
phosphorylation in  the  pathological
interaction between Alzheimer disease and
diabetes.[1 AAIC 2013 The Alzheimer's

Association International Conference 2013,

Boston, July 14, 2013 (

)

Marker DI1Mit159 D2Mit395 D4Mitl70 DS5Mit357 D13Mit253 D17Mit51

C57BL/6 190 126
BALB 134 133
DBA 134 133

129 180 154

C3H 174 120

FVB 180 160

103
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119
103
113
113
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114
144
124
144
140

77
109
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157
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163
140
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Dye Signal
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JCRB1204
JCRB9014
JCRB0017
JCRB1348
JCRB0202
JCRB0706
JCRB1322
JCRB9003
JCRBO0720
JCRB9005
JCRB1202
JCRB1349
JCRB1447
JCRB1474
JCRB9005
JCRB0601
JCRB1356
JCRB0149
JCRB1355
JCRB1357
JCRB1215
JCRB1199
JCRB1198

KUM7

3T3 L1

P388

3LL

B16 melanoma
tsFT101

m5S

NCTC Clone 929
OTT6050
BALB/3T3 A31
KUM6

Ex-3LL
4T1-Luc
B16-FO-Luc
BALB/3T3 A31
BALB/3T3 A31-1-1
A31-1-1
Bhas42
1-1ras1000
1-1src

HS-22

R201C

GP8

C3H/He
swiss albino
DBA/2
C57BL/6
C57BL/6
C3H
ICR/Jcl
C3H/An
129/Sv
BALB/c
C3H/He
C57BL/6
BALB/cfC3H
C57BL/6
BALB/c
BALB/c
BALB/c
BALB/c
BALB/c
BALB/c
C3H/He
C57BL/6
C57BL/6

C3H/He
swiss albino
DBA/2
C57BL/6
C57BL/6
C3H
ICR/Jcl
C3H/An
129/Sv
BALB/c
C3H/He
C57BL/6
BALB/c
C57BL/6
BALB/c
swiss albino
swiss albino
swiss albino
swiss albino
swiss albino
C57BL/6
C57BL/6 and CBA
C57BL/6 and CBA




2013 | 138-142
/
2014 | 580-586
2014
2014
PCR
PCR
10 uP 2013 | 72-74
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