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e -dC) Phenacetin(PCT)
Monocrotaline(MCT),Phenobarbital (PB)
DNA ; Diazepam(DZP),Disulfiram(DSF),
in vivo Phenytoin(PHE) ,Rotenone(ROT), Tolbutamide(TLB),

28




Aspirin(ASA),Triamterene(TRI), Indomethacin(IM),
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