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Enterobacter cloacae complex 10 12 5 5
Enterobacter gergovige 4 4 5 5
Leclercia adecarboxylate 5 5 1 1
Klebsiella oxytoca 3 3 1 1
Pseudomonas aeruginosa 2 2 2 2
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Yersinia enterocolitica/frederikse 2 2
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Raoultella planticola 1 1
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