NR

AMR

AMR
AMR
TNR
Trap Neuter Return:
29 275 212
12 34 26 AMR
34 25
AMR 12 10 (
) AMR 56
® y l & 1
AMR
AMR
AMR
34
AMR
2017 2019 11 XM-G
35 24-36
T XM-G
B -
275 212 XM-G
NA
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NA TNR
30 NA 212
Prepman Thermo Fi
sher scientific 98 10 212 25 12
10000rpm 3 2
PCR 19 4
E.coli EC 6
O-1 GACCTCGGTTTAGTTCACAGA ECO-2 C 48
ACACGCTGACGCTGACCA 34
94 15 94 3% 50 10 74
35 35 45 2 4
25 4 12
DNA 585bp 3 1 6
RONG-FU
WANG et.d., PCR Detection and Quantitation of 5 56
Predominant Anagrobic Bacteria in Human and A 3 8
nimal Fecal Samples. Appl Environ Microbiol, 12
42-1247, 1996

1
2 30
1
https.//www.maff.go.jp/nval/yakuzai/pdf/H30cyo
CLS Usa20191029.pdf
JVARM
JANIS
20 BD
CLSI M100-S24

CLSI

Escherichia coli ATCC 25922

ATCC 35218 Pseudomonas aeruginosa ATCC

27853
BD
NA 35 24 NVARM
5
35 24
34
JVARM
JVARM

2017 2019 11
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AMR

AMR AMR
AMR
A AMR
AMR
12
AMR
MR
AMR
AMR
AMR A
MR
AMR
AMR
JVARM
AMR
MHEERIE HB IS xEE (BE) HKEE (E3)
(2EHI19E) giEg (212) BiEs (25) gz (9)
0 187 21 4
1 6
2 4
3 8 3 1
4 3
5 1
6 2 1
T 1 2
3 1 1
MHEEEE 12% 12% 56%
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— i FEE (BE) REE (E2) JVARM *
ES:ENS ’ &EE (212) #&iE (25) s (9) &iFE (93)
EE & BEFR A ERE | WHEE (%) | MiEEE (RIEE (%) | EibHE Wit (%) | AibdE (it (%)
R FreEy Uy ABPC 14 7% 3 12% 5 56% 64 69%
= A 4 PIPC 9 4% 2 8% 5 56% - -
RV PR/ AT —E s AL/ERZ Yy TAZ/PIPC 0 0% 0 0% 0 0% - -
77 OAFEU Y REIER wZFS U CEZ 10 5% 1 4% 4 44% 46 49%
£7 7 OAEY »REAEH LT AR—N CMZ 4 2% 0 0% 0 0% - -
o O AR Y REIE 7 A F WL CTX 2 1% 1 4% 3 33% 38 41%
7R CAZ 1 0% 0 0% 0 0% - -
£ 7 7 OAFRY » REMER L N CFPM 0 0% 1 4% 2 22% - -
T/ T ALR FAbLAFL AZT 1 0% 0 0% 1 11% - -
Hiriri L F A IR L IPM 0 0% 0 0% 0 0% - -
AORFL MEPM 0 0% 0 0% 0 0% 0 0%
P e Y GM 1 0% 0 0% 1 11% 14 15%
- FiAvw AMK 0 0% 0 0% 0 0% - -
AFTA L KM 3 1% 1 4% 2 22% 12 13%
AbLThRTA SM 12 6% 2 8% 1 11% 32 34%
FRIHALA7UVR FRZHA YUY TC 9 4% 2 8% 1 11% 26 28%
ZiAoF/ovi 7o oty CPFX 1 0% 1 4% 2 22% a7 51%
x/0v% FUL TR NA 5 2% 1 4% 3 33% 64 69%
sO5L7z23—AF% sOFLZz a0 CP 4 2% o 0% 0 0% 14 15%
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