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(A)  Mass chromatograms 
 

 

 
 
 

 
(B)  Mass spectra of PCB155 and M1 
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Fig. 2  GC-MS analysis of the methylated derivative of a PCB155 metabolite formed 

by liver microsomes of PB-treated rats   
(A)  Mass chromatograms   (B) Mass spectra of PCB155 and M1  
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