(A) Mass chromatograms

x10,000,000)

TIC
1.001 TI
0.754
0.50+
0.251 A$\
T g"‘*’v“‘_"/\ T T T T T
8.0 9.0 10.0 11.0 I12.0 13.0 14.0
x100,000) ! i
358.00 (1.00) : :
m/z 358 PCB155
5.0 —_— ‘(/// i
2.57 T
0.0 : : : : : : ; :
8.0 9.0 10.0 11.0 12.0 13.0 1 14.0
x10,000) I
388.00 (1.00)
2.0 m/z 388 M1
1.54 \
1.04
0.57
0.0 T + 7 7 7 7 7
8.0 9.0 10.0 11.0 12.0 13.0 14.0
Retention time (min)
(B) Mass spectraof PCB155 and M1
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Fig.2 GC-MSanalysisof the methylated derivative of a PCB155 metabolite formed
by liver microsomes of PB-treated rats
(A) Masschromatograms  (B) Mass spectra of PCB155 and M1



