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Hazard  Standard

Age at registration, median [IQR] 36 [30-46] 32[28.5-36.5] .047
Years since arrival in Japan,
median [IQR] 10 [5-20] 10 [3.5-19] 3
Sex
Male 71(75.5) 18(90.0) 24
Female 23(24.5) 2(10.0)
Sexuality
Gay 22(23.4) 6(30.0) 31
Bisexual 12(12.8) 5(25.0)
Heterosexual 55(58.5) 8(40.0)
Other/unknown 5(5.3) 1(5.0)
At registration
Living with family 56(59.6) 10(50.0) 42
With health insurance 86(91.5) 15(75.0) .073
With job 68(72.3) 11(55.0) 15
With livelihood subsidies 5(5.3) 1(5.0) 37
With disability certificates 23(24.5) 3(15.0) .30
With ART introduced 29(30.9) 4(20.0) 42
With AIDS 34(36.2) 4(20.0) .16
AIMIS use
Once or more 38(40.4) 11(55.0) 32
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ratio error Pz [95%Cll
Sex (Male) 2.578 2.339 297 0.435 15.263
Heterosexuality 0.724 0.414 571 0.236 2.219
Living with family 0.821 0.385 675 0.328 2.058
AIDS at registration 1.532 0.655 318 0.663 3.541
With job 0.798 0.488 713 0.241 2.646
With insurance 0.659 0.579 .635 0.118 3.686
With social welfare 1.498 0.888 496 0.469 4.789
With disability certificates 1.415 0.852 564 0.435 4.607
With ART introduced 0.791 0.640 772 0.162 3.859
AiMIS use 1.678 0.812 285 0.650 4.331
Age: > 40 0.242 0.177 .053 0.057 1.018
Years since arrival in Japan: > 10 years 1.051 0.574 928 0.360 3.064
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