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AZT (1-32) 8 64 1 to 64 51 28.3 23 | 12.8 90 : 50.0
LVFX (1-8) 8 16 1 to 16 - - - - 144  80.0
CPFX (0.5-4) 8 8 0.5 to 8 - - - - 146  81.1
GM (0.5-16) 1 32 0.5 to 32 111 | 61.7 3 1.7 66 | 36.7
AMK (2-64) 2 8 2 to 128 @ 175 | 97.2 2 1.1 3 1.7
MINO (0.5-16) 2 32 0.5 to 32 133 739 18 | 10.0 29 161
ST (19/1-76/4) 152/8 152/8 19/1 to 152/8 1 63 1 35.0 - - 117 : 65.0
CL (0.5-16) 0.5 0.5 0.5 to 32 - - - - - -




2. CRE n=95
/NIC MIC Range
50 90 to n % n % n %

PIPC (2-64) 4 128 2 to 128 | 66 | 69.5 9 9.5 20 21.1
TAZ/PIPC  i( 4/2-4/64) 4/4 4/128 4/2 to 4/128; 74 77.9 10 10.5 11 11.6
CAZ (1-32) 1 64 1 to 64 56 | 58.9 2 2.1 37 | 38.9
CTRX (0.5-16) 0.5 32 0.5 to 32 57 | 60.0 3 3.2 28  29.5
CFPM (1-32) 1 32 1 to 64 71 74.7 9 9.5 15 15.8
1PM (0.5-16) 1 4 0.5 to 32 72 75.8 12 12.6 11 11.6
MEPM (0.5-16) 0.5 4 0.5 to 32 71 74.7 10 10.5 14 14.7
DRPM (0.5-16) 0.5 4 0.5 to 32 73 76.8 8 8.4 14 14.7
AZT (1-32) 1 64 1 to 64 64 | 67.4 4 4.2 23 24.2
LVFX (1-8) 1 2 1 to 16 - - - - 17 | 17.9
CPFX (0.5-4) 0.5 2 0.5 to 8 - - - - 20 21.1
GM (0.5-16) 0.5 1 0.5 to 32 88  92.6 0 0.0 7 7.4
AMK (2-64) 2 4 2 to 8 95 100.0 0 0.0 0 0.0
MINO (0.5-16) 2 16 1 to 32 71 74.7 7 7.4 17 17.9
ST (19/1-76/4) 191 152/8 191 to 152/8 1 76 80.0 - - 3 3.2
CL (0.5-16) 0.5 32 0.5 to 32 - - - - - -

CMZ (32) 64 32 to - - - - 90 | 94.7
LMOX (4-32) 4 64 4 to 64 59 | 62.1 9 9.5 27 28.4




3. CRE
A B C D E
n=2=8 n=2=8 n =26 n=3 n =50 n =95
6 1 21 3 48 79
Non-CPE
(75.0%)  (12.5%)  (80.8%) (100%) 96.0% (83.2%)
2 7 5 2 16
CPE N.D.
(25.0%) 87.5% (19.2%) (4.0%) (16.8%)
2 7 4 2 15
IMP-1 N.D.
(25.0%) 87.5% (15.4%) (4.0%) (15.8%)
1 1
NDM + OXA-48 N.D. N.D. N.D. N.D.
(3.8%) (1-3%)
N.D., not detected
4. CPE  non-CPE
CPE (n=16) Non-CPE (n=79) .
n (%) n %)
7 (43.8%) 23 (24.2%)  0.393
5 (31.3) 6 (6.3%) 0.023
2 (12.5%) 15 (15.8%) 0.721
0 (0.0%) 9 (9.5%) 0.342
0 (0.0%) 5 (5.3%) 0.674
2 (12.5%) 21 (22.1%)  0.379
Citrobacter spp. 0 (0.0%) 2 (2.1%) 0.755
E. aerogenes 1 (6.3) 41 (43.2%) 0.002
E. cloacae 6 (37.5%) 30 (31.6%) 0.778
E. coli 0 (0.0%) 2 (2.1%) 0.340
K. pneumoniae 8 (50.0%) 3 (3.2%) <0.001
Providencia rettgeri 1 (6.3%) 1 (1.1%) 0.755




1.
B CPE (n=16) non-CPE (n=79)
100
80
60
B
£
40
20
% PIPC Tﬁ‘,zép CAZ CTRXCFPM AZT LVFX CPFX IPM Mﬁp D,\'}P GM AMK MINO CMZ ST LMOX
HAE 21282184 216 24 216 216 22 =1 24 24 24 216 264 216 264 24/T6 264
3. CPE  non-CPE



0
OPeriod 1 m Period 2 OPeriod 3 mPeriod 4
June 2008 - Apr. 2000 Sept. 2010 - Mar. 2011 Oct. 2011 - Mar.2012 Aug. 2015 - Jan. 2018
25 -
8 2 t
3
3
2 15
10
5
0 n
8 ¥ 8 3|7 &8 & k|8 § £ 5 R 3|3 3§ 8 5 § 3
* * - - - “ x ~ “ - &
* * * be) 8
[ PCV7: 38.6% (Peniod 1) 3
*  417% (Period 2) 5
20.8% (Perncod 3) 4
8.8% (Perod 4)
PCV13: 60.5% (Period 1) —¥|
*  88.0% (Period 2)
50.4% (Penod 3)
31.1% (Perod 4)
PPSV23: 83.7% (Period 1) =¥
{except for 8A) 80.8% (Period 2)
56.0% (Period 3)
54.1% (Period4)
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2012

2013

2014

2015

2016

Staphylococcus aureus
AUD
DOT
MRSA AUD
AUD
AUD

DOT

MRSA

MDRP
AUD
3 AUD
3 DOT
4t AUD
AUD

AUD

ESBL

DOT

MRSA AUD

Klebsiella pneumoniae

AUD
DOT
MRSA AUD
MRSA DOT

ESBL

—42—



5-2.
2012 2013 2014 2015 2016
Klebsiella oxytoca ESBL
AUD - - -
2" DOT - - - -
4t ADD - - -
4t DoT - - - -
AUD - - - -
MRSA DOT - - -
Proteus mirabilis ESBL
2" AUD - - - -
31 DOT - - - -
AUD - - -
AUD - - - -
DoT - - - -
AUD - - - -
AUD - - - -
P. mirabilis ESBL
DOT - - - -
AUDD - - - -
DoT - - - -
MRSA AUD - - -




5-3.
2012 2013 2014 2015 2016

AUD - - -

1t AD - - -

2n DOT - - - -

4t AD - - - -
AD - - - -
DOT - - - -
DOT - _ _




6.

1 (n=172) 2 (n = 76)

168 (97.7%) 67 (88.2%)

24 (14.0%) 39 (51.3%)

12 (7.0%) 9 (11.8%)

40 (23.3%) 3 (3.9%)

21 (12.2%) 3 (3.9%)

46 (26.7%) 1 (1.3%)

145 (84.3%) 61 (80.3%)

51 (29.7%) 52 (68.4%)

32 (18.6%) 58 (76.3%)

7.

1 (n=172) 2 (n =76)
125 (72.7%) 24 (31.6%)
79 (45.9%) 60 (78.9%)
96 (55.8%) 15 (19.7%)
172 (100%) 59 (77.6%)
MRSA 167 (97.1%) 71 (93.4%)
VRE 163 (94.8%) 68 (89.5%)
MDRP 165 (95.9%) 69 (90.8%)
MDRA 163 (94.8%) 59 (77.6%)
ESBL 166 (96.5%) 69 (80.8%)
CPE 131 (76.2%) 43 (56.6%)
CRE 146 (84.9%) 46 (60.5%)




8. CRE CPE
1 (n=72) 2 (n=31)
CPE  non-CPE 39 (54.2%) 6 (19.4%)
CRE 28 (38.9%) 13 (41.9%)
5 (6.9%) 12 (38.7%)
0 (0.0%) 1 (3.2%)
(n = 48) (n =8)
MHT 6 (12.5%) 1 (12.5%)
CIM 10 (20.8%) 1 (12.5%)
mCIM 24 (50.0%) 3 (37.5%)
CarbaNP 1 (2.1%) 1 (12.5%)
2 (4.2%) 1 (12.5%)
12 (25.0%) 2 (25.0%)
9 (18.8%) 1 (12.5%)
8.
1 (n=48) 2 (n=8)
MHT 6 (12.5%) 1 (12.5%)
CIM 10 (20.8%) 1 (12.5%)
mCIM 24 (50.0%) 3 (37.5%)
CarbaNP 1 (2.1%) 1 (12.5%)
2 (4.2%) 1 (12.5%)
12 (25.0%) 2 (25.0%)
9 (18.8%) 1 (12.5%)
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