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Total 25p1 +VvRNA 25pl
22 10min
42 60min
95 5min
4 hold
1st PCR
Taq DNA Polymerase 5U/ul), Roche
25p |
*Enterovirus VP1 PCR 1KIT 15
DW +_Taq DNA Polymerase (5U/ul) 5
Total 20u | cDNAS5p |
95 30sec
42 30sec
60 45sec 35 cycle
4
2nd PCR 25p 1|
*Enterovirus VP1 PCR 2 KIT 19.5
DW+FS Taq 5U/ul)* 5
Total 24.5p | 1st PCR 0.5p 1
95 6min
95 30sec
60 20sec
72 15sec 35 cycle
4
CODEHOP PCR
RNA 2.5pu |
2.0% agarose gel
PCR 5u |
100bp DNA Ladder Markers (Genetics) 100p g/ml
5up 1 100ng/y |
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