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{EiRFE3EE (Low Temperature Long Time; LTLT) 63~65C 305
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3. STEC
STEC
225 L 25 L
37 20 PCR
4
EMA Cica Genius DNA
Extraction kit DNA

16SrRNA 799-1179 PCR
E-gel SizeSelect 2%
Thermo Fisher AMPure XP
Beckman
lon
Chef/PGM Thermo Fisher

barcoded ion semiconductor
pyrosequencing
CLC Genomic Workbench ver.9.0

RDP Classifier

pipeline
7 126
3
63 65 30
8.0% 8.5%
3.5% 4.5%
6
1 1SO
B,C,D
D 84CFU/mL
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3.41CFU/ L 1.57CFU/ L
A E 5 4
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p<<0.05 1mL
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B,C,D
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3.23CFU/ L 1.18CFU/ L F 5
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1SO 0.09CFU/ L
C
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B C D 1 1SO
E G 5
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1 1SO L C F 0.06CFU/ L
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5 A,B,E,F G 2
27
D 2
0.33-0.67CFU/ ISO
6 A, B, C E FG 5 A, B,C,D,F
A G 126
2
2 4A
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C R? 0.419 Pseudomonas

Sphingomonas 1.2
4B 3.1%
I1SO
R? 0.0076 E
Flavobacterium
4C 20.0 wvs. 2.1%
ISO
R? 0.00495 B Arthrobacter
0.7% vs. 14.7%
Acinetobacter
4.5% vs. 2.2%
I1SO
6
C/D 7
16.7 6/36 126
I1SO
3. STEC
STEC C D
4. 5
7 A-G 3
DNA 16S rRNA barcoded
ion semiconductor pyrosequencing 5 /mL
5
587
Pseudomonas Sphingomonas
Arthrobacter Brevundimonas
Rhodococcus
Erwinia Mycobacterium Bacillus

Serratia  Klebsiella &-9)
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{ERMEFH (log CFU/mL)
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Relative abundance
L e Wy (=] | [04] [Xn]

=

0%
A B C D E G

F
Product

B Pseudomonas m Sphingomonas W Arthrobacter
W Brevundimonas B Rhodococcus B Bradyrhizobium
W Afipia W Asticcacaulis B Micrococcus
B Acinetobacter B Methylobacterium B Flavobacterium
B Hydrotalea M Psychrobacter W Delftia

Deinococcus W Streptococcus m Phyllobacterium
m Campylobacter W Acidovorax W Dermacoccus
B Thermohydrogenium W Rhizobium W Goseq
m Aguicella m Others

5. A-C
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ISO

A(n=18) B(n=18) c(n=18) D(n=18) E(n=18) F(n=18) G(n=18)
5 026 15  70.24 18 31.41 18  84.15 0.17 18 341 18 157
0 - 0 - 3 0.13 3 0.11 - 0 - 0 -
0 - 0 - 0 - 2 0.06 - 0 - 0 -
0 - 0 - 0 - 0 - - 0 - 0 -
18  0.89 18 4.09 3 0.06 6 0.22 - 3 006 0 -
0 - 0 - 18 2522 0 - - 5  0.09 0 -
A(n=18) B(n=18) C(n=18) D(n=18) E(n=18) F(n=18) G(n=18)
3 024 18 65.92 18 | 24.15 18 | 79.05 0.17 18  3.23 18  1.18
0 - 0 - 3 NT 3 NT - 0 - 0 -
0 - 0 - 0 - 0 - - 0 - 0 -
0 - 0 - 0 - 0 - - 0 - 0 -
18  1.03 18 398 4 0.12 6 0.25 - 2 om 0 -
CFU/mL
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