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GWAS IL23R/IL12RB2  1L10
1L-10
ERAPI CCR1
STAT4 KLRC4 TLR4 NOD2 MEFV

TLR4 NODZ2 NK KLRC4

Streptococcus sanguinis
Kaneko F et al. Eur J Dermatol
2008; Kurauchi K. et al. FEMS Immunol Med Microbiol 2005

de Melo Neto JP et al.,
2013; Flores MF et al., 2013; Pralhad S et al., 2013

2015-010

2. DNA
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DNA DNA OMNIgene ORAL DNA

DNeasy® Blood & Tissue Kit QIAGEN DNA
16s rRNA V3-V4 PCR
MiSeq Illumina
PCoA Taxonomy
0TU Shannon index Kruskal-Wallis
Steel-Dwass p<0.05
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Shannon index
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Veillonella Streptococcus Prevotella
4-7
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Streptococcus Haemophilus Neisseria
Prevotella Veillonella Rothia Bik EM et al., 2010
Bifidobacterium concisus Prevot
ella histicola Clostridiales Neisseria
Seoudi N et al., 2015 100
PCoA
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