DNA

LPS
DNA

Reg3g

P. gingivalis |PS PG-LPS
DNA
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6—~8 C57BL/J
3 84h

G3 Rat GE 8x60K Ver.2.0 Agilent)

2
DNA
DNA 16s rRNA V3-V4
MiSeq [Illumina
1
1. Control
3g (Reg3g) 73
2. Real-time RT-PCR
3. LPS
3
2
DNA

Prevotella intermedia

PG-LPS 5 mg/kg

1 10 5 LPS
Control 3
Total RNA CDNA SurePrint
mRNA

real-time RT-PCR

DNA

TGE00369-012

2017-011
PCR
PG-LPS Regenerating islet-derived
1
2 "p<0.05
a Reg3g

Fusobacterium nucleatum Porphyromonas gingivalis
4
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NAO07 LA %1 RBEHOKZ o7 AL 10 OBETF Y R 1

) FEsUm 2) EBWL

Exp Fold Change up-regulated Exp Fold Change down-regulated

Molecules Exp. Value Molecules Exp. Value

Ighg3* +4123.958 Mup1 (includes others)* 4 -223.764

S100A8 +523.053 Mup-ps16* 4 -210.653

S100A9 +336.474 Mup-ps12* +-134.820

LOC102642252 +263.940 ALB +-132.366

Igk* 4 241.758 FGG 4 -84.304

Iglv1* +112.254 AHSG 4 -70.595
| rec3e +73.305 | Mug1/Mug2 +-70.014

Igkv4-53* +66.337 HPX 4 -58.280

Ighv10-3 4+ 51.897 Pzp* 4 -57.446

chil3/chil4 +48.847 CES3 4 -54.789

1 mRNA
200 *p<0.05

Reg3G mRNA/GAPDH ratio
>
o

LPS(-) LPS(+)

2 Reg3g mRNA
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LPS(-) LPS(+)
3 Reg3g
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1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20

m Ralstonia pickettii

m Sphingomonas leidyia

m Rhizobium lusitanum

m Prevotella melaninogenica

m Streptococcus bovis

m Fusobacterium nucleatum

= Anaerobacillus alkalilacustre
Veillonella dispar

m Neisseria mucosa

m Porphyromonas endodontalis

m Streptococcus sanguinis

m Streptococcus vestibularis
Streptococcus pseudopneumoniae
Prevotella oris

m Lactobacillus crispatus

m Actinomyces odontolyticus

m Sphingomonas oligophenolica

m Lactobacillus ultunensis

= Propionibacterium acnes
Escherichia albertii

m Enhydrobacter aerosaccus

m Bradyrhizobium pachyrhizi

m Veillonella denticariosi

m Bacteroides denticanum
Streptococcus oralis
Porphyromonas gingivalis
Streptococcus australis

® Rhizobium pisi

m Corynebacterium matruchotii

m Corynebacterium durum

m Phyllobacterium brassicacearum

m Stenotrophomonas retroflexus

m Leptotrichia shahii

m Prevotella intermedia

m Ralstonia detusculanense
Veillonella atypica

m Haemophilus parainfluenzae

m Sphingobacterium bambusae

m Delftia lacustris

m Streptococcus tigurinus

m Selenomonas infelix
Rhizobium indigoferae

m Veillonella parvula

m Fusobacterium periodonticum

m Methylobacterium adhaesivum

m Fusobacterium naviforme
Campylobacter concisus
Mannheimia caviae
Prevotella histicola

m Streptobacillus moniliformis

m Methylobacterium mesophilicum

® Sneathia sanguinegens
Rothia mucilaginosa
Leptotrichia hofstadii
Prevotella salivae

m Granulicatella adiacens

m Prevotella veroralis

m Lactobacillus acidophilus
Lautropia mirabilis
Rothia dentocariosa
Streptococcus infantis

m Methylobacterium longum
Rhizobium alamii

m Ralstonia insidiosa

m Filifactor alocis

m Methylobacterium goesingense

m Megasphaera geminatus

m other
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Reg3g
Yin G et al.,2015 Reg3g
https://ww._proteinatlas.org/ENSG00000143954-REG3G/pathology PG-LPS
Reg3g
DNA Fusobacterium nucleatum Porphyromonas gingivalis Prevotella in
termedia DNA
Reg3g

1.

2.

3.
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