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Class Qrder Family Genus
Alphaproteobacteria Rhizobiales 0.8%| 44.2%| 2.6%| 66.6%
Gammaproteobacteria Pseudomonadales Moraxellaceae Enhydrobacter 14.4%| 46.0% | 29.0% 1.9%
Betaproteobacteria Burkholderiales Comamonadaceae Limnohabitans 1.3% 0.6%| 2.5%| 13.4%
Alphaproteobacteria Rhizobiales Methylobacteriaceae 0.1%| 2.1%]| 0.0% 0.9%
Gammaproteobacteria Pseudomonadales Pseudomonadaceae Pseudomonas 0.1% 0.0%| 0.3% 2.3%
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