28 6 12 29 2

A E 51
C D
6
3 A,D,E 25
B, C
5
B 15
100 15/15 100 15/15 46.7  7/15
B C
1.5 x 10° CFU/g
5.0 x 10° CFU/g
A 10 1
15 2 C 9 2

1.2 x 10% CFU/mL
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3,4 2

(i) 5,6 6
(iv)
W)

1 10cm x

10cm

10

3
10
19.5G 10 mL
70%
10 mL 2
15 mL A-2
5
10
1 3
3 6
10
3
4
3
2 5
1 6
2 2
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5cm
3 6
5 1 cm
5
1 70 %
lcm
10g
40 mL
1
3
9mL
PBS 10
1 L
3 RAC
EB EC 3M
4 DNA
2. 0.5
Cica Geneus® Total DNA prep kit
DNA
5 STEC
2. 37
18 ImL 1.5mL
16,000 X g 5

100yl

95 5 DNA

STEC stn Stx
PCR
6.
4. DNA
16SrRNA799f-1179r
PCR

E-gel SizeSelect 2 % Thermo Fisher
AMPure XP Beckman

30
lon Chef lon PGM
Thermo Fisher barcoded
pyrosequencing
CLC Genomic Workbench
RDP
Classifier pipeline
A E
51
51
2
STEC
PCR
51 6 306



1 1 2 6
@
49 43
87.8
1.8
10*CFU/100cm?
8.4 10'CFuU/100 2
10
20.4 4.7
10°CFU/mL
30
30.6 40
40.8
1.7 10'CFU/g
2.0 10°CFU/g
(i)
19
38.8
2.5 10° CFU/100cm?
5
10.2 1.2
10°CFU/mL
26
26.5 33 33.7
1.5
10°CFU/g
(iii)
12
24.5 7.4
103CFU/100cm?
4

8.2 2.8 10°CFU/mL
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23.5 31
10°CFU/g
(iv)
9 18.4

1.3 10°CFU/100cm?

9.2 12
10°CFU/g
2
O) A
A 5
30 2 25
7

23

31.

12.2

10

6
6.9

1.7



D) B

B 5 10
8

9

8 60  12/20
0/16
5 6
(iv) D E
48.0 47/98 49.0 48/98 19.4 D 5 5
19/98
2 5 25
.
46.7
.
7 5
E
.
Giii) C 20 30
C 5 5
15
4 5
3 4
E
7 8
4
5 D E
B

22



9
1 10-12 Brevundimonas
B A
2
B
Arthrobacter
Pseudomonas Brevundimonas
Microbacterium 60%
10
Klebsiella 5.4
Clostridium 60% 15.6
10 12
A
B
Arthrobacter Sphingomonas 82.3
Pseudomonas Lactococcus 12
Brevundimonas 63%
11
Arthrobacter
Sphingomonas Pseudomonas
Acinetobacter 5
49%
10 A
Campylobacter
11
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Caulobacter
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% 2.27 0% 0% 0.0011% 0.17% 0%~

m Others
100% -
1 - . Streptococcus
on | = _— _
90% 1 ] - — Escherichia/Shigella
|| ||
80% —1 - — = Bordetella
70% . -_ Microbacterium
m Sphingomonas
60%
m Bradyrhizobium
50% -
m Clostridium sensu stricto
0,
40% - Raoultella
30% - m Acinetobacter
20% Campylobacter
m Brevundimonas
10% |
W Pseudomonas
0% | r
m Bacillus
m Klebsiella
m Arthrobacter
100% |

Oth
. . - . f . Od]irr;!;actrum

20% Amycolatopsis
80% | Bordetella

m Enterococcus
70% | m Acinetobacter

m Campylobacter
60% | m Raoultella

m Stenotrophomonas
50% - m Prevotella

m Methylobacterium
40% - m Microbacterium

m Bradyrhizobium
30% - m Caulobacter

m Delftia
20% - @ Brevundimonas

m Caloramator
10% m Pseudomonas

0% | m Sphingomonas

m Rhizobium
gt Eﬁ% EEA JEEEW JEEE’S'\L m Arthrobacter

AR
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m Others
Propionibacterium
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w Anaplasma

m Delftia
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el E e

i
ol -
—itiiE BB EFEEE RBEE SBE
FEAZEEY (CFUA 0cm 1 8BE+04 5 GE+H03 2EEHDZ2 B AEHID
R+ (CFU/mL) 2 3E+04 2 BE+O EREHO3  f.TEHD?
EEEE SMEICFU ) § TE+04 a3 TE+M 1 BE+04  33E+04
EEEE MEI(CFU gl 3 3E+04 1 QE+O2 1 5E+03 4 2E+HD3
EEEE MI(CFU gl 3 4E+05 1 1 E+03 11E+05 1 PEHOS
EELE SAI(CFU/g) 3 0E+H05 4 OE+HO3 1 4E+H05 1 PEHDS
EHEF(CFU/ g) 2 OE+05 1 3E+03 GOE+04 8.1 E+04
EHILXECFU ) 6 G E+04 7 2B+ B2EHD3 2 BEHD4
EEHRE(CFU/ gl 3.3E+05 2 AE+D3 1.3E+H05 1 4E+05
2
A N 10 B N 15 C N 9 D N 9 E N 6
7 6.51E+02 13 7.37E+02 10 1.42E+04 7 2.08E+02 6 1.25E+05
1 2.00E+00 5 7.54E+04 4 1.31E+02 0 ND 0 ND
0 ND 12 3.15E+05 2 6.22E+02 0 ND 0 ND
0 ND 12 1.04E+05 4 5.85E+03 0 ND 0 ND
0 ND 15 1.12E+06 5 8.79E+02 0 ND 0 ND
1 1.00E+00 15 9.70E+05 4 1.58E+03 0 ND 0 ND
- 2.50E-01 - 6.27E+05 - 2.23E+03 - ND - ND
0 ND 24 2.10E+05 6 3.23E+03 0 ND 0 ND
1 5.00E-01 30 1.04E+06 9 1.23E+03 0 ND 0 ND
A N 10 B N 15 C N 10 D N 9 E N 6
2 6.00E+00 9 3.80E+02 5 1.26E+03 0 ND 3 4.30E+04
1 3.00E+00 2 8.91E+01 2 1.22E+00 0 ND 0 ND
0 ND 10 1.09E+02 2 2.00E+01 0 ND 0 ND
0 ND 11 2.67E+02 3 1.26E+02 0 ND 0 ND
0 ND 11 3.40E+03 4 3.61E+02 0 ND 0 ND
0 ND 15 1.27E+04 3 4.04E+02 0 ND 0 ND
- ND - 4.13E+03 - 2.28E+02 - ND - ND
0 ND 21 1.88E+02 5 7.28E+01 0 ND 0 ND
0 ND 26 8.07E+03 7 3.83E+02 0 ND 0 ND
A N 10 B N 15 C N 10 D N 9 E N 6
0 ND 7 1.61E+02 5 1.07E+03 0 ND 0 ND
1 1.00E-01 2 1.84E+04 1 5.56E-01 0 ND 0 ND
0 ND 9 4. 74E+04 2 2.22E+00 0 ND 0 ND
0 ND 11 4.96E+03 1 478E+01 0 ND 0 ND
0 ND 12 3.56E+05 3 2.01E+02 0 ND 0 ND
0 ND 14 4. 71E+05 2 1.47E+02 0 ND 0 ND
- ND - 2.20E+05 - 9.94E+01 - ND - ND
0 ND 20 2.62E+04 3 2.50E+01 0 ND 0 ND
0 ND 26 4.13E+05 5 1.74E+02 0 ND 0 ND
A N 10 B N 15 C N 10 D N 9 E N 6
1 5.00E-02 5 5.50E+00 3 2.11E+01 0 ND 0 ND
0 ND 0 2.20E+03 0 ND 0 ND 0 ND
0 ND 5 1.09E+05 0 ND 0 ND 0 ND
0 ND 4 1.37E+04 0 ND 0 ND 0 ND
0 ND 5 3.98E+05 1 1.11E+00 0 ND 0 ND
0 ND 4 4.06E+05 2 1.33E+01 0 ND 0 ND
- ND - 2.32E+05 - 9.38E-01 - ND - ND
0 ND 9 6.56E+04 0 ND 0 ND 0 ND
0 ND 9 4.02E+05 3 1.88E+00 0 ND 0 ND
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