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318 2,089
1202 26.5%
73.8%

2-3

50
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C. jejuni

20



28 10 12
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1mL
PBS, pH7.4 Thermo Fisher
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42 48
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mCCDA 42 48
5
PCR
DNA
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2. 0.5
Cica Genious Total DNA prep kit
DNA
DNA
MLST

DNA 16SrRNA799f-1179r
PCR E-gel Size Select 2 %
Thermo Fisher AMpure XP
Beckman
30
lon Chef lon PGM
barcoded pyrosequencing
CLC Genomic
Workbench

RDP Classifier pipeline

Metagenome@KIN

5. Bacteroides

Duerden
J Med Microbiol. 13: 69-78.
1980. Bacteroides
16S
rRNA NCBI
Blastn
-80

6 B. fragilis
B. fragilis an-51



PacBio RSII
CLC
Genomic Workbench ver. 9.0
Qiagen-CLC Contig
RAST pipeline

7. C. jejunil B. fragilis

10°CFU  C. jejuniNCTC 11168
10mL  Mueller-Hinton broth
BHIS broth B.
fragilis an-3 , an-51 , JCM11019
24
Mueller-Hinton
BHIS
8 C.jejuni B.fragilis
10°CFU  C. jejuniNCTC 11168
10mL  Mueller-Hinton broth
BHIS broth B. fragilis
an-51
0O 1 5 10 20 30p
g/mL
24
48 72 600nm

C. jejuni

B. fragilis an-51
30ug/mL
Proteinase K (Promega) 100pg/mL
Bensonase 25 unit/mL
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A C
3 16S rRNA
pyrosequencing
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hemin Vitamin K BHI
Bacteroidales

C. jejuniNCTC 11168

10* CFU MH
BHI
B. fragilis C. Bacteroides
jejuni

3
4.

B. fragilis Bacteroides
B. fragilis

10* CFU C. jejuni  Bacteroides
NCTC11168
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A-C

48-49

47

51

C. jejuni (3)

20 4 (20%)
C. coli (1)
C. jejuni (10)
20 13 (65%)
C. coli (3)
20 0 (0 %)
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