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NER DNA
NER
NER NER 2
DNA
NER NER
HCA
NER XPC
XPC NER
ERCC6 CSB
CRISPR/Cas9
KO Kl
DNA NER

TSCER122 TK6

Honma, M. et al, Environ.

Mol. Mutagenesis 42, 288-298 (2003) Yasui, M. et al.,
DNA repair 15, 11-20 (2014) 10%

JRH Bioscience 200 pug/mL
() 100 U/mL
100 pg/mL
() RPMI ()
37 5% CO,
XPC KO
XPC KO
CRISPR/ Cas9
CRISPR/Cas9 6 ug
2 2pg  TSCER122
5x10°cells  Neon Transfection System 1350

V, 10 mS, 3 pulses
20mL RPMI 37

48
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96

14 G418 500 pg/mL
500 pg/mL
CRISPR/Cas9
DNA
XPC
ERCC6 KO Kl
ERCC6 KO
CRISPR/Cas9
ERCC6 KiI ERCC6 CSB
K337* Kl

Troelstraet a, Cell 71, 939-953 (1992)

CRISPR/Cas9
10% SDS
PVDF
5% 1% BSA
Can Get Signal Immunoreaction enhancer solution
CSB
sc-25370 XPC
ah6264 ()



ab7291 () 1 10

0.05% Tween20 PBS SYBR Gold
109G Life Technologise Co. TE 10,000
GE () CCD AVT
Firewire CCD
OLYMPUS BX-50 200
100 /
RPMI Comet Assay IV Perceptive
35 mm x 100 mm Instruments Ltd. Tall
25x 106 5mL 2.7 W/m? Intensity Dunnett Excel
uv UvVC 254 nm 2010
uv UV-light meter (Lutron)
1.6 cellgmL
96 XPC KO
XPC
CRISPR/Cas9 KO 32
mRNA 19 59 %
105cells
PBS
RNeasy mini kit Total
RNA Surperscript 111 First strand XPC
synthesis system XPC KO
Total RNA 10 ng XPC KO
PCR
ERCC6 K
ERCC6
4 CRISPR/Cas9 KO
RPMI
DMSO 10viv%
20mM EDTA Sigma HBSS Life
Technologise Co. 0.45%
K337* ERCC6 Kl
1.5% Sigma 56 3
5.4 %
K337*

pH>13 401 20
300mA 36V 20 CSB
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ERCC6 K KO

MRNA
ERCC6
ERCC6 Kl CRISPR/Cas9
ERCC6 KO
ERCC6 Kl
ERCC6 CRISPR/Cas9
XPC KO ERCC6 K
DNA
CRISPR/Cas9
10mM 0.041 mM
RPD KO
18% ERCC6KI 32%
3.3mM ERCC6
CRISPR/Cas9
Omin
ERCC6 Kl DNA Tail 5.4%
120 min DNA Kl
ERCC6 Kl 5.4%
CRISPR/Cas9 Kl
NER XPC ERCCS6 KI
XPC NER
ERCC6 CSB CRISPR/Cas9 KO Kl
KO Kl XPCKO
DNA
NER ERCC6 KI
NER ERCC6 CSB
XPC ERCC6
NER
XPC Waard et al, DNA Repair 2, 13-25 (2003)
KO CRISPR/Cas9
59%
0
CRISPR/Cas9 min 120 min DNA
% DNA DNA
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ERCC6 Kl
Omin 120min  DNA
DNA
DNA CSB

Guo et al, Nucleic Acids Res.

41, 7700-7712 (2013) ERCC6 K|

NER XPC
NER ERCC6
KO
Kl

DNA

G

1)

2)

Sassa A, Kanemaru Y, Kamoshita N, Honma M

Yasui M.; Mutagenic consequences of cytosine

dterations site-specifically embedded in the
human genome. Genes and Environment 38:17
(2016)

Sassa A, Caglayan M, Rodriguez Y, Beard WA,
Wilson SH, Nohmi T, Honma M, Yasui M;

Impact of Ribonucleotide Backbone on

Trandesion  Synthesis and  Repair  of
7,8-Dihydro-8-oxoguanine. J. Biol. Chem. 291,
24314-24323 (2016)

Caglayan M, Beard WA, Wilson SH,
DNA

DNA
45
2016 11
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