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3.
1.
Diagnosis/ Year 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015
Hospitals 184/ 204/ 212/ 213/ 216/ 216/ 219/ 212/ 171/ 158/
(regi stered/member) 223 231 235 236 239 239 242 230 232 239
(%) 83% 88% 90% 90% 90.3% 90.4% 90.5% 92% 74% 66%
Idiopathic AA 58 62 68 68 55 62 49 58 41 47
HepatitisAA 5 8 11 7 13 5 11 3 4 5
AA/ PNH 2 1 1 0 1 0 0 0 0
PNH No data 0 3 0
Fanconi Anemia 5 4 6 1 4 2 6 6 3 4
Diamond-Blackfan 9 6 9 10 6 9 6 11 10 12
Idiopathic PRCA 1 4 5 8 5 7 6 6 1 5
Schwachman-Diamond 0 1 1 2 0 0 2 2 0 2
Cong.Dyserythropoietic
anemia Nodata | Nodata 1 0 0 1 0 0 1 0
Sideroblastic anemia Nodata | Nodata 2 1 1 0 1 0 1 0
Svere Cong. Neutropenia 2 1 2 0 3 4 4 1 2 1
Cyclic Neutropenia 1 3 2 3 2 3 5 3 0
Dyskeratosis congenita 1 0 0 1 1 0 0 1 1 1
Cong. Thrombocytopenia 12 11 19 11
Cong. Spherocytosis No data 54 49 26 48 43 55
Cong. Elliptocytosis No data 2 1 1 2 1 0
G6PD deficiensy No data 5 5 3 3 6 7
PK deficiency No data 0 0 0 0 0 3
other erythrocyte enzyme def. No data 2 0 0 0 0 2
Sickel cell disease No data 1 1 0 1 1 0
Unstable hemogrobinopathy No data 1 0 0 0 1 4
Thalasemia No data 18 16 11 8 10 11
other hemogrobinopathy No data 0 0 0 1 0 1
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