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O Level-Peak
IERE O 72) (EE) | 1. 2. ms mv m/s | 1. 2. 1. 2.
IEHERR (O 25) B | 1. 2. ms v /s
JERE O /) 8 | 1. 2. ms mv m/s | 1. 2. 1. 2.
Regig O 72) BERE | 1. 2. ms v m/s
SRR OF £0) 1l | 1. 2. ms mv m/s | 1. 2. 1. 2.
e O £5) R | 1. 2. ms v ms | 1. 2. 1. 2.
1.
1 2.
1.
1.
1.
1. 2. 3.onion-bulb  4.tomacula 5.
1 2.
mg/dL | /il
G4 T 2EEBEIAEFFATD)
| 1. 2.
O peripheral myelin protein 22 PUP22 O myelin protein zero MPZ O gap junction protein beta 1 GJB1 O early
growth response 2 EGR2 O ARHGEF10 O periaxin PRX O lipopolysaccharide-induced TNF-a  factor LITAF
O neurofilament light chain polypeptide NEFL O ganglioside-induced differentiation-associated protein 1 GDAPI
O myotubularin-related protein 2 MTUR2 0O SH3 domain and tetratricopeptide repeats 2 SH3TC2 0O SET-binding factor 2
SBF2 O N-myc downstream requlated 1 NDRG1 O mitofusin 2 MFN2 O Ras-related GTPase 7 RAB7
O glycyl-tRVA synthetase GARS O heat shock protein 1 HSPBI1 0 HSPB8 O lamin A/C  LM\A O dynamin 2 DM2
O tyrosyl-ARS  YARS O alanyl-ARS  AARS O lysyl-ARS  KARS O gprataxin APTX O senataxin SETX
O tyrosyl-DNA phosphodiesterase 1 TDP1 O desert hedgehog DHH O gigaxonin 1 GANI O K-CI cotransporter family
3 KCc3 | ( )
<BWDHT IV —> R4 HEBIAERAT D)
[ Probable 2 2
O Definite Probable
O O a
O
O 38n/s
a
|
O
[ ]
2 3.
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