28

(fecal microbiota transplantation: FMT)

FMT
54 HBRHEEE #h R E R
BIEREKXF MyoBgFRRI7 D ZE1E 12;8
B :MayoRaA73m L EFD .
I 8
RRERKS BfE MayoAI72E LT o
ks LichtigerRa7 N Z 1t 838
uc #:MayoRaA73 R LR,
T A i s
BAE: MayoRAF72m T
i FF+—
i FT HERHER
[P (jﬁéﬁ;) 5% SaTiipr S RFIERH
. i BILERBKF 16S sequence 1238
HEEERKE (28%)
HEEHKF T-RFLP 88
FRAS i
(28%) FERF 16S sequence 81
21 K -
RERRALKS Bik-AA BRARBELEKRFE 16S sequence 83E
s Bk (28%
IEXRZEKRF 20155350&&)2%3%&)%%

C.

237



EfEtE RO RS

e (REERF—BYRI)—=2T8)
BhRERAE 1012 R —&RIEE. colifBtE 251 _ -
B FVMTRESTS  RRERETEE  DIRHER ARROREES
P o o YA ALK BIRTyF 64 pryap = - —
HEERKZE 1657 o —ECOREBE 45] i;%ii; 10 :::;; 1z§
BEERKZE 41 Mayol A7 83 0
s MAERERE BEERELL) ¢
FEXZF 1235 ptibicluigiitd FEAY 12 MayoW#R4ERa7 8 0
. " KF—COMEBH 151, BRFRRAHERE 15 Mayo{REERTT 8@ 1(NREERIERR)
HEREAERS 2717 K IRIEE, colfBl 161
YA RAHOREIZTYF 341 FMT 1
IEXEXZE 8./60 Fr—CoRmBE 24
Fr—i&&IRA 34
&t 48,7181 (26.5%)
181 FMT  UC
0 _ —
48 26.5% 5 FMTHEAT 30 e
BILEB KT 10 HMEZH—EOHRRHT
FMT HEERKXZ 41 HMEZM—EOHNRRHT
54 FMTHEAT 4k FMTICHESBEEER FEXF 12 MRRHIE
BREEBAF 10 Gl BHERREERS 15 27%TERE . ATNTRETERE
HEERKZE 41 %L
FEAS 12 #L FMT
e FF—Eh S BCDEEBYE 14
REARREEAE 15 E. coli(O15) BLBEEDFF—EER 161
2 ] 27
47
FMT FMT
_ FMT FMTHEAT BT et FMT
£ 7% |
e MATE  ERECEBIE ARHE
T Mayo A7 T
BILBEBKRF 10 65 (3-8) 15 THE
HEER AL ” MayoR37 H3h:11/41 (26.8%). FMT AFM
56+ 24 BfEE: L
- LichtigerAa7 W3] HWE 24
FEXE 12 29425 = B
. - Mayo R 7 H%h:3/15 (20.0%).
=2 15
mEREEEXT 47+29 BAE: 14 AFM
st 78 H¥:18/78 (23%) Monotherapy AFM + FMT
[=}-] 7
BE:1/78 (1.3%) (n = 19) (n=17) P
4 78 EMT Decrease of Lichtiger’s 33 £33 48 £ 39 0.23
index (CAI)
78 18 23 78 1 Clinical response, n (%) 13 (68.4) 14 (82.4) 0.33
Clinical remission, n (%) 3(15.8) 6 (35.3) 0.18
1.3%
)i FMTHEATE  FMTRIERERZENE PRHE
BEERKASE 41 MayoRa7 56%24 ﬁﬂ;gl’fﬁs-sw FMTE JhE$ AFMBERFMTEE
AN
- % Btk 1/6 (16.7%) 2/9(22.2)
BHERGEXS 15 MayoR3a7 4.7 £29 H3:3/15 (20.0%)
TERE: 1451
o H#:14/56 (25.0%)
&&t 56 MayoR37 5.2 %27 8- 1/56 (Le%)
4 2 D.
56 14 FMT 23
25 56 1 1.8 1.3% RCT

238



Rossen NG et al.

Gastroenterology. 2015; Jul; 149(1):
110-118, Moayyedi P et al.
Gastroenterology. 2015; 149(1): 102-

109 1
FMT dysbiosis
FMT
Bifidobacterium

Clostridium cluster IV  responder
Clostridium
cluster 1V
Clostridium cluster 1V
FMT
limitation FMT
open-label
FMT
2
2015
FMT
FMT
uc

239

uc

FMT

Ishikawa D, Sasaki T, Osada T,
Kuwahara-Arai K, Haga K, Shibuya T,
Hiramatsu K, Watanabe S. Changes in

Intestinal Microbiota Following
Combination Therapy with Fecal
Microbial Transplantation and

Antibiotics for Ulcerative Colitis.
Inflamm Bowel Dis. 2017
Jan;23(1):116-125. doi:
10.1097/M1B.0000000000000975. PubMed
PMID: 27893543.

Nishida A, Imaeda H, Ohno M, Inatomi
0,_Bamba S, Sugimoto M, Andoh A.
Efficacy and safety of single fecal

microbiota transplantation for
Japanese patients with mild to
moderately active ulcerative colitis.
J Gastroenterol. 2016 Oct 11. [Epub

ahead of print] PubMed PMID: 27730312.



