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#£ 1. R E

DILI non-DILI cont. p
Age (y.0.) 71.0+49 71.4+57 71.8+5.38 n.s.
Gender (M:F) 3:5 3:5 3:5 n.s
CH: LC 7:1 7:1 n.s.
HCV-RNA? 6.08 £+ 0.34 6.16 +0.42 n.s.
number of weeks until
. 46+0.7 46+0.7 n.s.
baseline
number of weeks until
. 85+26
Prominence
ALT (IU/L)
before treatment 30.0+8.3 35.4+20.8 n.s.
at baseline 16.6 +5.8 16.0+6.0 19.6+5.1 n.s.
at Prominence-1W 25.0+2.2
at Prominence 95.2+77.3

Abbreviations: Drug-induced liver injury, DILI; control, cont.; p value, p; years old,

y.0.; not significant, n.s.; male to female ratio, M:F; chronic hepatitis, CH; liver
cirrhosis, LC; alanine aminotransferase, ALT.

4log copies/mL
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3% 2. Baseline (23517 2 3 EERE, FEHFEER. 2> e — A oMY
A RIAY c TEIA L - v — I — DL

normal range DILI non-DILI cont. p
PDGF-B  12794-314 pa/mL 30753 + 8773 33341 + 1163. 59849 + 923. ns
IL-1P 0-6 pg/mL 28.1 + 6.2 275 =+ 7.3 297 = 45 ns
IL-1IRA  136-323 pg/mL 314 + 6.9 31.7 8.0 346 = 55 ns
IL-2 0-3 pg/mL 439 + 140 404 + 8.7 434 + 55 ns
IL-4 13-51 pg/mL 952 + 304 98.3 * 3938 1206 *= 26.6 ns
IL-5 0-6 pg/mL 178 + 2.6 185 =+ 4.6 195 + 3.7 ns
IL-6 8-20 pg/mL 535 + 174 459 + 117 460 + 7.6 ns
IL-7 14-52 pg/mL 309 + 7.0 29.6 =+ 6.6 298 + 36 ns
IL-8 15-48 pg/mL 1226 + 127.6 759 = 471 578 = 7.0 ns
IL-9 34-86 pg/mL 1139 = 420 934 = 206 1053 * 199 ns
IL-10 0-2 pg/mL 626 += 10.6 63.1 = 133 61.0 = 129 ns
IL-12 13-55 pg/mL 85.1 + 314 79.1 + 214 1038 + 30.2 ns
IL-13 0-17 pg/mL 706 + 522 443 + 10.0 431 + 107 ns
IL-17 91-228 pg/mL 1586 + 499 1503 + 444 1919 + 330 ns
Eotaxin  105-342 pg/mL 1512 + 89.0 133.0 = 477 1193 = 454 ns
FGF-b 4-62 pg/mL 61.3 = 12.0 56.6 += 11.4 703 + 106 ns
GCSF 19-126 pg/mL 547 = 14.0 540 = 114 588 = 10.2 ns
GMCSF  0-0 pg/mL 1213 + 398 103.1 + 50.3 96.7 + 216 ns
IFN-y 136-822 pg/mL 31.0 + 8.8 29.4 + 7.2 331 + 71 ns
IP-10 1098-2616 pg/mL 16175 + 5258 1581.8 + 804.9 510.8 + 204. **
MCP-1 22-67 pg/mL 1273 = 621 1217 + 39.0 1288 + 484 ns
MIP-la  0-15 pg/mL 483 + 18.6 548 + 357 508 = 159 ns
MIP-1b  112-194 pg/mL 681.4 + 390.8 560.2 + 328.3 5141 = 271. ns
RANTE 5734-1412 pg/mL 14545, + 2300. 15760. + 2891. 18469. + 832. **
TNF-o 0-16 pag/mL 318 + 4.0 318 + 6.5 355 £+ 58 ns
VEGF 94-322 pg/mL 201.0 + 104.8 1842 + 60.2 2369 + 946 ns
SOD2 2083-3081 pg/mL 28110 + 6268 3033.0 + 5952 3551.0 + 649. ns
CK-18F  126-190 U/L 105.1 + 98.1 934 * 633 186.9 *+ 126. ns

**: p<0.05, DILI vs. cont.

Abbreviations: Drug-induced liver injury, DILI; control, cont.; platelet-derived growth
factor, PDGF; interleukin, IL, fibroblast growth factor, FGF; granulocyte-colony
stimulating factor, GCSF; granulocyte macrophage colony-stimulating factor, GMCSF;
interferon, IFN; interferon-inducible protein, IP; monocyte chemoattractant protein,
MCP; macrophage inflammatory protein, MIP; regulated on activation, normal T cell
expressed and secreted, RANTES; tumor necrosis factor, TNF; vascular endothelial
growth factor, VEGF; superoxide dismutase-2, SOD2; cytokeratin-18 fragment,
CK-18F.
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%2 3 Y MEFREEOREMIIGY A ShA v - F2hA v « ~— T —DHE

normal range baseline Prominence-1W Prominence p
PDGF-B 12794-314 pa/m 30753 + 877.3 38534 =+ 7127 42328 + 1326. **
IL-1B 0-6 pg/m 281 = 6.2 31.2 £ 115 386 * 222 ns.
IL-1IRA  136-323 pg/m 314 £+ 6.9 325 + 9.8 36.3 + 8.6 n.s.
IL-2 0-3 pg/m 439 + 140 444 + 121 53.1 + 157 ns.
IL-4 13-51 pg/m 952 + 304 953 + 33.6 106.6 + 36.1 ns.
IL-5 0-6 pg/m 178 + 2.6 198 + 5.7 20.1 + 46 ns.
IL-6 8-20 pg/m 535 + 174 65.1 + 317 763 + 61.0 ns.
IL-7 14-52 pg/m 309 = 7.0 316 * 8.7 344 * 6.5 n.s.
IL-8 15-48 pg/m 1226 + 1276 138.0 + 110.0 151.3 + 2035 ns.
IL-9 34-86 pg/m 1139 + 420 115.2 + 407 1247 + 496 ns.
IL-10 0-2 pg/m 626 + 10.6 703 + 165 733 + 155 ns.
IL-12 13-55 pg/m 85.1 + 314 949 + 4438 1028 + 484 ns.
IL-13 0-17 pg/m 706 + 522 471 £ 16.0 53.1 + 187 ns.
IL-17 91-228 pg/m 1586 + 499 160.1 + 420 189.1 + 4838 ns.
Eotaxin  105-342 pg/m 151.2 + 89.0 1418 + 66.6 1480 + 67.6 ns.
FGF-b 4-62 pg/m 61.3 + 120 634 + 143 729 + 147 ns.
GCSF 19-126 pg/m 547 + 140 526 + 122 59.1 + 117 ns.
GMCSF 0-0 pg/m 1213 + 39.8 1336 + 495 1570 + 55.8 ns.
IFN-y 136-822 pg/m 31.0 £+ 88 318 + 9.9 36.3 + 9.6 ns.
IP-10 1098-2616 pg/m 16175 + 5258 29279 + 1627. 2650.6 + 1082. =,
MCP-1  22-67 pg/m 1273 + 62.1 1248 + 283 1435 + 504 ns.
MIP-1a  0-15 pg/m 483 + 18.6 136.5 + 253.9 3544 + 8312 ns.
MIP-1b  112-194 pg/m 681.4 + 390.8 11143 + 920.3 14058 + 1590. n.s.
RANTE 5734-1412 pg/m 14545, + 2300. 14260. + 3445. 15680. = 2444. ns.
TNF-a 0-16 pg/m 318 £ 40 341 + 9.1 398 + 10.8 **
VEGF 94-322 pg/m 201.0 + 104.8 239.9 + 1483 2635 + 161.7 ns.
SOD2 2083-3081 pg/m 2960.1 + 648.6 37115 + 573.2 39515 + 4656 *,
CK-18F 126-190 u/L 1088 + 953 468.0 + 294.2 4422 + 2336 *,

*: p<0.05, baseline vs. Prominence-1W; **: p<0.05, baseline vs. Prominence
Abbreviations: Drug-induced liver injury, DILI; platelet-derived growth factor, PDGF;
interleukin, IL; fibroblast growth factor, FGF; granulocyte-colony stimulating factor,
GCSF; granulocyte macrophage colony-stimulating factor, GMCSF; interferon, IFN;
interferon-inducible protein, IP; monocyte chemoattractant protein, MCP; macrophage
inflammatory protein, MIP; regulated on activation, normal T cell expressed and
secreted, RANTES; tumor necrosis factor, TNF; vascular endothelial growth factor,
VEGF,; superoxide dismutase-2, SOD2; cytokeratin-18 fragment, CK-18F.
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