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Understanding mitochondrial complex | assembly in human mitochondrial disorders
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matrix arm OELEETEHR T 5 Q €Y 2 — )V
i arHsrev 0 NDUFS2, NDUFSS,
NDUFS7, NDUFS8 2z, 727 &4 —472
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o7y 7)) —7 727 % —TdhsNDU-
FAF3(NADH dehydrogenase lalpha subcom-
plex assembly factor 3) & NDUFAF4 2*{E L
T, Q%VJ“)D@?‘?‘E’[E@Q—'EV:.—}D&: P £
U a— VO hbo TWnA EELLNTY
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