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LC-MS/MS

LC-MS/MS
Sample
Diluent : Methanol
Diluen volume :50ul
Injection Volume : 3ul
Column COSMOCORE 2.6PBr
Size : 2.1mml.D.-100mm
Particle size : 2.6pm
Temperature : 40
Mobile Phase
A :HO
B : Methanol containing 0.2% formic acid
Flow rate :0.4 ml/min
Gradient Time(min) % of A %of B
0 25 75
15 25 75
18 0 100
19.5 0 100
19.6 25 75
20 25 75
Detector
Model : Shimadzu LCMS-8040
lon mode : ESI-
lon spray voltage : -3000kV
Desolvation temp : 250
Mode : MRM
Dwell time : 100msec
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