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Epigenetics
DNA
27 DNA
C57BL/6J JF1 F1 4
C57BL/6J JF1 1 (SNPs)
DNA
DNA

Post-bisulfite adaptor-tagging (PBAT)
Accel-NGS Methyl-Seq DNA Library Kit

Accel -NGS
PBAT Accel-NGS DNA
C57BL/6J JF1
Peg10
Mest DMR (Differentially Methylated Region)
C57BL/6J
JF1
DNA bisulfite
Accel-NGS
DNA
14 12
C57BL/6J DNA
27
* TRNA
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DNA

6.5 Epigenetics
DNA
27
DNA
14
DNA
B.
B-1:
12 C57BL/6J
14
2 4 8 24
C57BL/6J JF1 F1
4

B-2: bisulfite
ProK (10mg/ml) 55 O/N

70 %
DNA
DNA Pico Green dsDNA
(Thermo) DNA DNA
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500 ng bisulfite EZ DNA
Methylation-Gold kit (Zymo Research )

B-3: whole
genome bisulfite seguencing
Bisulfite DNA 500 ng

Accel-NGS Methyl-Seq DNA Library Kit

(Swift ) I1lumina
NextSeq500 whole
genome bisulfite sequencing
0.2 N NaOH denature
NextSeq500 vl HT1
1.8 pM
phiX 20 %
dual

index (8bp x 2), 151 cycle single read

bcl2fastq fastq
fastq groomer
grooming
bowtie2 bisulfite
(MM10)
GV bisulfite
mode DNA
27 4
C.

C-1: DNA
DNA
Epigenetics
DNA
27
C57BL/6J JF1
F1 4
C57BL/6J  JF1
1 (SNPs)
DNA
DNA

Post-bisulfite adaptor-tagging (PBAT)

Accel -NGS Methyl-Seq DNA

Library Kit Accel -NGS
PBAT 1.6
Accel-NGS 2.7
Accel-NGS 1.7
PBAT 3
Accel-NGS 1.4
Accel-NGS

-63-



PBAT

Accel -NGS
PBAT Accel -NGS
DNA
Accel-NGS 1.4
150bp 210
12 20
depth
10 depth
DNA
bisulfite Accel-NGS
Methyl-Seq DNA Library Kit
NextSeq500 V1 (150
cycles) whole genome bisulfite
Q30
0.1%
80.0% 2 8
(MM10)
8
depth 20x C57BL/6J
JF1
Pegl10 Mest DMR

(Differentially Methylated Region)

C57BL/6J
JF1
DNA  bisulfite
Accel-NGS
Methyl-Seq DNA Library Kit
DNA
Cc-2: 14
DNA
12
C57BL/6J
14
2 n=3 DNA
Q30
70%
quality triming
Q20 90
triming 51505499
triming
77454276
150bp
guality
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Pegl0 DMR

bisulfite

Rictor E2f1
Xbpl
DNA

27
Accel-NGS Methyl-Seq DNA
Library Kit

DNA
14
DNA
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DNA
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