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*

*

*

*

Risk Ranking Tool for fresh produce
from FDA

iRisk: a Relative Risk framework
prototype from IFT

Foodborne Illness Risk Ranking
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#5 XK[E FDA OEIARRE CRMAZES SN-HREEE &% (2007-2015 )

P | #% | Listeria XA | 7 |VTEC
- #1 | monocyto |8 | U A | 0157
B genes N B
&
v hna= - A 25
U T, HA 14
ATy 7B 213
H, - NF— - BLIRH, 6 2
g5
F— R o F— X, 185 | 184 | 3 292 24
TA A7 Y — LB, 2
R E R OV T 4143 | 18 556 | 320 1 5
RER O T 910 1 64
Ty - ARET 443 3 3 14
B3 K OV L 535 3| 13 17
NP 7
ANRNA A BERED 3671 3
e
G 1
o — b —HIA 36
Xy T—, HAh 57
Faa, aay 12
TI5F /L Xy 3
k /pudding I v 7
A A A
HER 11
D 853 8 35
A8 11127 221 17 967 | 3201 O 15 29
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R 4 1 26 | 28

YT 2 1
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ke 1 1 2 4 1

Herb & 22 2
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WO 33 15 53
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H B 5
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Z Ot 2 !
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