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64
62

(2015.10)

GcoGSA-

Capsule genes

BA Bacillus cereus

gene product

locus_tag

Reference

cap operon

bpsX operon

has operon

Bagillus anthracis str. ’Ames Ancestor’ plasmid pX02, complete sequence

capB poly—gamma—glutamate synthase PgsB

capC poly—gamma-glutamate biosynthesis protein PgsC
capA capsule biosynthesis protein CapA

capD capsular polysaccharide biosynthesis protein

GBAA RS28250
GBAA _RS28245
GBAA_RS28240
GBAA RS28235

Bacillus cereus G8241 plasmid pBC218 cont1833, whole genome shotgun sequence

pBC218 0073 glycosyl transferase group 2

pBG218.0072
pBC218 0071
pBC218 0070
pBC218.0069
pBGC218 Q068

polysaccharide polymerase
glycosyl transferase WecB/TagA/CpsF family
hypothetical protein

hypothetical protein

bpsX LytR family transcriptional regulator

bpsA chain length determination

bpsB tyrosin protein kinase

bpsC UTP-glucose—1-phosphate uridyltranferase
bpsD glycosil tranferase

bpsE sialic acid synthetase

bpsF UDP-N-acetylglucosamine 2 epimerase
bpsG CMP-sialic acid synthetase

bpsH polysaccharide translocase

Bacillus cereus G824 1 map unlocalized plasmid pBCXQ| cont!1908, whole genome shotgun sequence

hasA presumed hyaluronan synthase
hasC UDP-glucose—pyrophosphorylase
hasB UDP-glucose dehydrogenase

hydrolase/polysaccharide capsule synthesis protein

Bacillus anthracis str. 'Ames Ancestor’ plasmid pXO1, complete sequence

hasA presumed hyaluronan synthase
hasG UDP-glucose—pyrophosphorylase
hasB UDP-glucose dehydrogenase

B. cereus virulence genes

NC13 RS05360

NC13_RS05355
NGC13 RS05350
NC13 RS05345
NC13_RS05340
NG13 RS05335
NG13_RS05330
NGC13 RS05325
NC13.RS05320
NC13_RS05315
NC13 RS05310
NG13_RS05305
NG13 RS05300
NC13 RS05295
NC13_RS05290

pBCX01.0108

pBCXO1 0109
pBCXQ1.0110

GBAA RS28975
GBAA_RS28380
GBAA _RS28985

Mol Microbiol. 2011 April ; 80(2); 455-470.
doi:10.1111/4.1365-2958.2011.07582.x.

PNAS June 1, 2004 vol. 101 no. 22 8449-
8454

Mol Microbiol. 2011 April : 80(2): 455-470.
doi:10.1111/j.1365-2958.2011.07582.x.

enterotoxin

hemelysin

phospholipases

proteases

plcR

cereulide

Bagcillus cereus ATGGC 14579 chromosome, complete gencme

hblB hemalysin BL binding component precurser
hblA hemolysin BL binding component precursor
hblC hemolysin BL lytic component L2

hblD hemolysin BL lytic component L1

nheA non—hemolytic enterotoxin lytic component L2
nheB non—hemolytic enterotoxin lytic component L1
nheC enterotoxin C

cytK cytotoxin K

enterotoxin1  enterotoxin / cell-wall hinding protein, entFM

enterotoxin2  enterotoxin
enterotoxind  enterotoxin / cell-wall binding protein

enterotoxind  enterotoxin / cell-wall binding protein

hiyA hemolysin A

hiyll hemolysin II

hlylll hemolysin 11

cerA cereolysinA/phaspholipaseC

cerB cereolysinB/sphingomyelin phosphodiesterase
clo cereolysinO/clo/perfringolysin O precursor
PI-PLC phosphatidylinositol-specific phospholipaseC
ColB collagenase

Bacillus anthracis str. Ames chromosome, complete genome

truncaplcR pleiotropic trancriptional regulator
Bacillus cereus ATCC 14579 chromosome, complete genome

plcR pleiotropic trancriptional regulator

Bacillus cereus plasmid pBCE4810

cesA cereulide synthetase A

cesB cereulide synthetase B

BG3101

BC3102
BC3104
BGC3103
BC1809
BG1810
BC1811

BG1110
BCO813
BC1953
BC2952
BC5239
BC4175
BC3523
BG2196,
BCO670
BCO671

BC&101

BC3761

BCO0456

BC5449

BA 5595

BC5350

gene 6845.17020
gene 17034..25079

J. Bacteriol. June 2004, p. 3531-3538

J. Bacteriol. June 2004, p. 3531-3538

BMGC Microbiclogy 2008, 6:20
doi:10.1186/1471-2180-6-20
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