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RS L & HICBEROIRENER, HHEALK
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% (Sedmera D, et al. Anat Rec, 2000), + L T,
FEHA 72 ARETZ AR D 72 D12 D PR e P A FETBR
O O MREFE D EE S v, (LRE T OO
FHIXEIL, DHEBEETAEZ S LRHIN
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TN,
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(i) BEF MY > 705D iPS MR DR Es
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(iv) B3 iPS MifE B R OATMIfE Dbl LY
BEFERE ORI, R A FHIREEERIE
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(i) BEMIEY 7V OREE X & s if
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MR AD 5 DNA ZHhiH Lkt — 24
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(i) AE MY > 705 iPS MR DL
BRLEVF I, LyF UL VAR
F—iZX el Fu s 7 I v I ERRE
F (Oct3/4, Sox2, KIf4, c-Myc) ZiE{nTEA L,
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Therapy, 2011), & 54172 iPS MALIZ DU TIIg
REFRATIC TR ZFER O L, D Ha~D
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ML —27 2 22TV BEICEET S IPS
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BN ERER LI, S DITREHEET AL,
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iPS M HREME 2R 2 & ZRERB L7,

iPS @ > & DAL ~ D5 LREE
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7= (Uosaki, et al. Plos one, 2011),

D. E8
At OFERE - B iPS M H L Al A O RE
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{5F B L~ real-time RT-PCR |2 T BB Rk
& FREE Stk iPS MEAE F R O AR AR D TonT <2
NKX2.5 72 & DL R RE mRNA OFEBL & gk
BT 5, BAORBE L VIAERELAER
IOy =Rx&Z o7 ay MEIZTHAKEBEH
Stk iPS ABAE F R DA D TanT <° NKX2.5

72 EOLHBRNERORERY LBRETT 5,
(ii ) iPS FAE A sk U AR B AR D HETERERS L OV R
b — 2 DR
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"I, iPS e B Sk LAl #lAE 2 BrdU (2 Tk
B L, BrdU UV iAE w72 £ ¢, Hifa % EIY
L. 1 BrdU Hif&% FHv T, BrdU BEERR & FE
BrdU BB/ DR 2 B L B AR & BE B
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ANV T b A A=V TEEBERL, LHO
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SRR E
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[(TE] ERERMEAZEOHE (Arthythmogenic Right Ventricular Cardiomyopathy, ARVC) £ 72
FRRIZOHFHMEOREEIZEAET AT AEY —LABEY X7 22— RT5BETFOERTHS, L
L, TAEY —LAOERFERIL0%RREIZEE>TWND, —JF, BEOBBTAITETIIRE
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72 CNV O HIZIZ MLPA 2 W=, Rk
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TR, (~5.86Mb) A e

B Control
W Proband

Primer no.

3 EETFREEHEOFRE
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BLEFERPNRE SN TWAR, ZORERIT
60%FEEIZEE > T 5, TOHEHBDO—DIX
FHRERBECTOFELEZLNDM, NGS %
AWz ex 7 v NSRRI 2R > T2 BIE, BT
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ORI XY (LMNA) ODERPBESNT
WA, JREREEFSREAOER D72 < 72
WV, ARFFETIE, PCCD D BARAN 1 KFHR (3
RIE2 B, =R RXA—DHEZIAR S5 &, TR
7wy 154) 2% B L, BEAEEFRET
FIETHREER T 2R L=,
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