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LC-MS/MS

2,871 18,921
"""""""""""""""""""""" Replicate1 3516 24603
Replicate 2 3,421 22,920
iPS Replicate 3 3,333 22,381
3,423 23,331
3,905 29,961
"""""" e 2213 15786
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LC-MS/MS

Gene Symbol Protein Name
SCN5A Nav 1.5 a subunit 1
SCN1B Nav 1.5 8-1 subunit
CACNA1C Cav 1.2 a-1C subunit
CACNA1D Cav 1.2 a-1D subunit
CACNA2D1 Cav 1.2 a-2/6-1 subunit 3 17
CACNB1 Cav 1.2 8-1 subunit
CACNB2 Cav 1.2 8-2 subunit
CACNA1H Cav 3.2 a-H subunit
HCN1 Pacemaker channel
HCN2 Pacemaker channel
HCN4 Pacemaker channel 2
KCNA4 Kv 1.4 a subunit
KCNA5 Kv 1.5 a subunit
KCNAB1 Kv 1.5 B-1 subunit
KCNAB2 Kv 1.5 B-2 subunit
KCND3 Kv 4.3
KCNIP1 Kv channel-interacting protein
KCNIP2 Kv channel-interacting protein
KCNQ1 Kv 7.1 (KvLQT1)
KCNE1 minK
KCNE2 MiPR1
KCNH2 Kv 11.1 (KvLQT2,hERG)
KCNJ5 GIRK4 IKACh channel
KCNJ3 GIRK1 IKACh channel
KCNJ2 Kir 2.1
SLC8A1 NCX 1.1 24
ATP1A1 NaK ATPase al 47 30
ATP2A2 SERCA 2A 33 55
RYR2 Ryanodine receptor 33
PLN phospholamban 3
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LC-MS/MS

Gene
Protein Name iPS
Symbol iPS KCNQ1 KCND3
SCN5A  KCNH2 CACNA1C

+SLC8A1 +KChIP2

SCN5A Nav 1.5 a subunit 1 42

CACNA1C Cav 1.2 a-1C subunit 62
KCNQ1 Kv 7.1 (KvLQT1) 21
Kv11.1
KCNH2 41
(KvLQT2,hERG)
SLC8A1 NCX1.1 24 17
KCND3 Kv 4.3 11

Kv channel-
KCNIP2 3
interacting protein
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