07 ERMEE [amorphous phosphate A105 0000 001 662 07 . .
08 REE urate A105 0000 001 662 08 ﬁgi‘? 35} (')g wggé%(aﬁ
ﬁm@ﬁ) 09 S a#Ca calcium oxalate A105 0000 001 662 09 : b
EEBAEE) |84 AR cylindroid A105 0000 001 662 84
HEEFEANES) (88 REBYE protozoans A105 0000 001 662 88
ERBAER) (89 g R tadpole cell A105 0000 001 662 89
SERBA(ESR)  [97 DR other 1 count A105 0000 001 662 97
ERERES) |98 FDH2EH other 2 gount A105 0000 001 662 98
5 ﬁﬂlj(l*ﬁ) 99 FOIhIEE other 3 count A105 0000 001 662 99
BB 01 HE% cell count.count number 2A160 0000 019 301 01
ngsu(lﬁ) 02 AR IER elliptocyte 2A160 0000 019 301 02
EERAES) |03 g&img anulocyte 2A160 0000 019 301 03
SERBBI(ES) (04 FRAR IR AR spherocyte 2A160 0000 019 301 04
SEREEBI(ESR) |05 s o ER tear—drop cell.dacryocyte 2A160 0000 019 301 05
SESEHMNESR) Jos RRFRmE% fragmented cell % 2A160 DOOO 019 301 06
F%&g%(:%) 07 ;%:U’}léﬂﬂa faggot cell 2A160 0000 019 301 07
ERERER) o8 [ atypical cell 2A160 0000 019 301 08
SEEMAESR) |09 N non-—classified cell 2A160 0000 018 301 09
IERER(ES) 0 B /ER prolymphocyte 2A160 0000 019 301 10
; %&EU(E) 1 ATL#ERR ATL cell 2A160 0000 019 301 11
E8) 2 )2/ fERD lymphoma cell 2A160 0000 019 301 12
gﬁzm E%) 3 DDA abnormal lymphocyte 2A160 0000 019 301 13
Mﬁ) 4 HCL##E ~  Ihairy cell leukemia cell 2A160 0000 019 301 14
5 BT/ ERERMRT rolymphoid cell 2A160 0000 019 301 15
16 ATLERHIR ATL like cell 2A160 0000 019 301 16
17 2/ \FERRSHRY lymphomatoid cell 2A160 0000 019 301 17
18 BRI RRER AR myeloblastoid cell 2A160 0000 019 301 18
EEEA(ER) |19 Bk ke A plasmacytaid cell 2A160 0000 019 301 19
ﬁg&ﬁﬂ(l ) |20 EE P I abnormal lymphocyte like cell 2A160 0000 019 301 20
ERAER |21 HCL ﬁﬂn@ hairy cell leukemia like cell 2A160 0000 019 30
f ﬁﬂll(%‘) 22 HEM toxic granule 2A160 0000 019 30
[ GEIPE F— 1//1\ Dohle body 2A160 0000 019 30
%ﬁ%ﬁﬂﬂ(lﬁ) 24 FOIILIME auer body 2A160 0000 019 301 24
BRI ) 25 SRR NAT—INME pappenheimer body 2A160 0000 019 301 25
ﬁ%ﬁﬁﬂ!}(l ) |26 A I)Lval) —iIvE howell=jolly body 2A160 0000 019 301 26
SEEEBESR) |27 ERLHRED blast cell 2A160 0000 019 301 27
R §) |28 EREMR blastoid 2A160 0000 019 301 28
ﬁ%ﬁﬁu B) |29 1) \BEER lymphoblast 2A160 0000 019 301 29
AI(ER) |30 BASERR monoblast A160 0000 019 301 30
HAI(EA) 1 EE] promonacyte 2A160 0000 019 301 3
& ] 2 )2/ \HHRE juvenile lymphocyte 2A160 0000 019 301 32
ﬁ%gglj(g) 3 g%w{m/ (\Hé%ﬂlﬂa juvenile lymphocyte like cell 2A160 0000 019 30
EREANESR) 34 fﬂ RHYAT7—2) !Macroghage 2A160 0000 019 301 34
SERBANES) (35 R R mesothelial cell 2A160 0000 019 301 3
) 136 4 histiocyte 2A160 0000 019 301 3
#* A(EAE) 137 g e mast cell 2A160 0000 019 301 3 e 201311 B MBI (4
BI(EA) |38 BENHHAR fat cell 2A160 0000 019 301 38 13- :2A160) D BEEREE
ﬁgﬁﬂu(ﬁ) 39 Flic) fibrocyte 2A160 0000 019 301 39
EREAES) (40 MESFARAR fibroblast 2A160 0000 019 301 40
SEBAEE) (41 B osteoclast 2A160 0000 019 301 41 -
42 EBHE osteoblast 2A160 0000 019 301 42
BRENES) |43 SRR mER sickle cell 2A160 0000 019 301 43
5 44 Hy e () cabot ring 2A160 0000 019 301 44
mANEA) (45 ST —BIs Schuffner's dots 2A160 0000 019 301 45
SEEBMAESR) |46 TISUTRR Plasmodium spp parasite REC 2A160 0000 019 301 46
fEEEBI(ER) |65 PR small lymphocyte 2A160 0000 019 301 65
SEmA(EE) (66 xU//\E? |iarge lymphocyte 2A160 0000 019 301 66
EREAN(ER) (67 D hypersegmentation 2A160 0000 019 301 67
ﬁ%ﬁgﬂ(ﬁ) 68 gﬂ?ﬁx BBk polymorphonuclear leukocyte(PMN) 2A160 0000 019 301 68
MEREAI(ER) |69 KR M Bk target cell.codocyte 2A160 0000 019 301 69
ﬁiﬁﬂu(ﬁ) 70 R (B ) RIMER red cell fragment A160 0000 019 301 70
A 78 TDMIER other 1 count A160 0000 019 301 7
] 79 D2 other 2 A160 0000 019 301 7!
ﬁg&ﬂﬂ(ﬁ) 0 ZDH2EH other 2 count 2A160 0000 019 301 80
EREA(ESR) 1 507 mek (OER) stomatcyte 2A160 0000 018 301 81
ﬁgxzmm 2 JEHTRMBR leptocyte 2A160 0000 019 301 82
SEEPIESR 83 D RO ASR)FR M ER I;;L!'Iinocyte‘crenated cell 2A160 0000 019 301 83
SR 5) 84 HigFMmER lacanthocyte 2A160 0000 019 301 84
RS ) |85 A %R MEK nucleated red blood cell (NRBC) 2A160 0000 019 301 85
SRR ) 86 E G BL rouleaux formation 2A160 0000 019 301 86
FEEEAN(EE) (87 SIZE size 2A160 0000 019 301 87
EEEA(ESR) 8 SHAPE ’s_hape 2A160 0000 019 301 88
EEEAES) 9 =E color 2A160 0000 019 301 89
[FERBANEH) 0 ERFE giant erythroblast 2A160 0000 019 301 90
ERBA(EH) 1 ERIFRF K giant proeruthroblast 2A160 0000 019 301 91
ERBNESR) 92 BEFR megakaryoblast 2A160 0000 019 301 92
ERBAESR) |93 B3k megakaryocyte 2A160 0000 019 301 93
5 IR ) 94 BIEBER romegakaryocyte 2A160 0000 019 301 94
FERMAI(ER) |95 /MR lglatelet 2A160 0000 019 301 95
EEHBER) |96 REM/NR large platelet 2A160 0000 019 301 96
IEEEBI(EE) (97 BXm/h 2A160 0000 019 301 97
SEEERI(ESR) |98 XMk 2A160 0000 019 301 98
R A(EA) 9 B SR mmEk 2A160 0000 019 301 99
ﬁﬂu(lﬁ) 60 2CT total oxygen content 3H080 0000 018 270 60
&5 6 O2Hb oxyhemogiobin 3H080 0000 019 270 61
ﬁ%ﬁﬂﬂ(ﬁ) 62 COHb COhemoglobin 3H080 0000 019 270 62
SA(EE) |6 MetHb Methemoglobin 3H080 0000 019 270 63
gﬁ?ﬁl(lﬁ) 64 BP_#f=(X Baro Barometoric (Atomospheric) Pressure |3H080 0000 019 270 64
EEZR(EE) |65 AnGap anionga) 3H080 0000 019 270 65
SEAANES) (66 AnGap (K+) aniongap with K+ 3HD80 0000 019 270 66
SEEBI(ESR) |67 SO2 Hemoglobin Oxygen Saturation 3HO080 0000 019 270 67
wEEA(ER) |68 BO2 Oxygen Capacity of Hemoglobin 3H080 0000 019 270 68
EER#AESR) (69 O2CAP Oxygen Capacity 3H080 0000 019 270 69
EREANESR) 70 P50 Half saturation of hemoglobin by oxygen |3H080 0000 019 270 70
L EIEED) 71 PO2a/A oxygen pressure ratio of arterial blood an{3H080 0000 019 270 71
gﬁm«u@ 72 ct02 total oxygen concentration H080 0000 019 270 72
EERANER) 173 A-aD02 Alveolar—Arterial Oxygen Tension Differef3H080 0000 019 270 73
BRAESR) |74 RI(T) Respiratory Index (patient temperature) |3H080 0000 019 270 74
SREBANESR) |75 Qsp/Q(T) Ff=(E Fshunt(T) Physiologic Shunt 3H080 0000 019 270 75
EEEANES) (76 FIO2 fraction of inspired oxygen 3H080 0000 019 270 76
EERANEE (17 REBRE 02 volume 3H080 0000 019 270 77 lscsn.onintri1 B dnidsdi=z (4




BAEAE) |8 Il [collecting time 3H0B0 0000 019 270 78 |ac oo e e e v £
CEMRI ] moasuring time 3H080 0000 019 270 79| 1A+ :3H08D) DB AERIEE
] gg 80 iR atient temperature 3H080 0000 019 270 80
E 81 Na+ onized sodium 3H080 0000 019 270 81
ﬁ%&gt{gﬁ) 82 K+ onized pottasium 3H080 0000 018 270 82
SR W ) 183 Cl- rized chlorine 3HO080 0000 019 270 83
EERAN(EE) |84 Car+ ionized calcium 3H080 0000 019 270 84
IEREAER) |85 Glucose Glugose 3H080 0000 018 270 85
SEEBAER) |86 Lactate Lactate 3H080 0000 019 270 86
= IEE) 87 Creatinine Creatinine 3H080 0000 019 270 87
SEEBE(EE) |88 Bilirubin Bilirubin 3H080 0000 019 270 88
ERBI(ER) (89 Mgt ionized magnesium 3H080 0000 019 270 89
FEREAER) 190 pH(T) temperature-corrected PH 3H080 0000 019 270" 90
g\*ﬁgg%gg'](( .E § 91 uGO(Z()T) temperature~corrected pCO2 3H080 0000 019 270 91
HERERAI(EH 92 pO2(T. temperature—corrected pO2 3H080 0000 019 270 92
ERZRA(EE) |93 HCO03- std standard bicarbonate 3H080 0000 019 270 93
FERBAESR) 94 BE(ecf) base excess of extracellular fluid 3H080 0000 019 270 94
FEEMANER) 95 ct02(a) total oxygen concentration in arterial blod3H080 0000 019 270 95
ERBAESR) 96 E;:E?(éng& calcium value adjusted to pH of 7.40 3H080 0000 019 270 96
- 1 positive cell countl HEL: 2013511 B -
1)
ERBAEA |51 — 5F194 1421 019 173 51 SF104Hf FoAH T AL R, 5Bl
. TE 2 positive cell count2 a-+1421:pp65iRR(C10,C1 N[
1 -
EREANEE) |52 5F194 1421 019 173 52 AR O LRI B R T B
N ¥ e W LTI =TT TATA7TT l’
HREEE) |51 L positive cell count SF194 1422 019 174 51 5F194: %A AHOYA LR, B
Ba-F 1422 pp65HIR
HRBRAES |52 EHaR total cell count 5F194 1422019 17452 |(CTHRPYHA hAH O LRID
IR ENERT A basophilic stippling B 2013511 B iEE (5
BRMAER |16 2A160 0000 019 301 76  [#13-+:2A160) DBHEREED
£
6B624 0000 080 843 11
HiB B B (K54 MinhA fabG1 katG |nucleic acid detection(M.tuberculosis £B624 0000 080 843 00 HER 201452 A (FRK255E 108
S 68624 RET inhA fabG1 katG gone) 68624 0000 080 843 51 RRREED)
’ ' 6B624 0000 080 843 52
6B624 0000 080 843 53
REBRBFOL X F—EH  |anti muscle-specific tyrosine kinase % 20144E2 B (FRk25%E11 8
86 ; :
S 5G3! * antibody 5G386 0000 023 007 01 RRSER
S 5F429 EFARZ 2T A LR humman metapneumovirus 5F429 0000 064 190 11 giggg’zﬁ (L2611 AR
1oy 5C216 TLETIY presepsin 5C216 0000 022 052 01 g%;‘g%‘gzﬁ@ﬁx%fﬂ At
egiicy| 3F076 LDL~-C/HDL-Clt LDL~cholesterol/HDL-cholesterol ratio |3F076 0000 023 919 02 HER: 2014428
- 5A100 2805 023 052 00 N
¢80 .
E4 2805 MAST 33 ver.2 A100 2805 023 082 01 ~ g6 | FTEX 1201442
, . 5A100 2806 023 025 00 <
| . .
A 2806 ViewFLL% SA100 2806 023 025 01 ~72| FEX: 201442
HRENEE |51 inhA inhA
6B624 0000 080 843 00 . <
I 68624 0000 080 843 51 | Pak: 201452 AT AL2S 10
BRBNEH |52 fabG1 fabG1 HRERINEIR B) (54T
6B624 0000 080 843 52 6B624) O BEEEE)
6B624 0000 080 843 53 e
HRBANESR) (53 katG katG
BRENER |0 BRE egg white 5A100 2805 023 052 01
BRBAN@ER) |02 BE I3X egg white class SA100 2805 023 052 02
HRBNEA) |03 ARLaqk ovomucoid 5A100 2805 023 052 03
wEBAEE) |04 FRLOAE HFTR ovomucoid class 5A100 2805 023 052 04
HREBHNEE) 05 2B chicken 5A100 2805 023 052 05
ERBAEE) |06 B VSR chicken class 5A100 2805 023 052 06
HREBHNEB |07 ES:) beef 5A100 2805 023 052 07
ERBAHNEH (o8 RN U3R beef class 5A100 2805 023 052 08
FERBAER |09 23] pork 5A100 2805 023 052 09
FERBNE® |10 BA I35X pork_class 5A100 2805 023 052 10
FHRENES (1 Y milk 5A100 2805 023 052 11
FRBAESR 12 Y USR milk class 5A100 2805 023 052 12
RREEBNEE 13 h= crab 5A100 2805 023 052 13
wBRBAER |14 H= ISR crab class 5A100 2805 023 052 14
FEREANEE |15 e shrimp 5A100 2805 023 052 15
HRBANEH |16 IE 93X shrimp class 5A100 2805 023 052 16
HESNES |17 o salmon 5A100 2805 023 052 17
HEREBHNEE 18 P ISR salmon class 5A100 2805 023 052 18
BRBNER |19 z5R tuna 5A100 2805 023 052 19
HRBNED |20 w5a 93 tuna class 5A100 2805 023 052 20




pteronyssinus

BRENEE |2 * rice 5A100 2805 023 052 21
SREAEAE |22 * U3 rice class 5A100 2805 023 052 22
BRENER |2 KE soy bean 5A100 2805 023 052 23
EREANEE (4 KB 93X soy bean class 5A100 2805 023 052 24
HERANESR) |25 E—Fvy peanut 5A100 2805 023 052 25
BREAER) (26 -ty U5 peanut class 5A100 2805 023 052 26
EREANER |27 INE wheat 5A100 2805 023 052 27
BREBENES) (28 INE IR wheat class 5A100 2805 023 052 28
HRBER(ER |20 PZA buckwheat 5A100 2805 023 052 29
SEREAER |30 VI8 95R Euckwheat class 5A100 2805 023 052 30
ERBA@EE) |81 =4 cesame seed 5A100 2805 023 052 31
HRENER |32 g% 95X sesame seed class 5A100 2805 023 052 32
EERENESE) 33 NFF banana 5A100 2805 023 052 33 ?’rﬁﬁzzomfﬁzﬁ_wﬁ%n—r‘:
HEREBAEE) |34 "FF 3R banana class 5A100 2805 023 052 34 ;éngo)m WA 209 DSHER
HRENEE (35 et kiwi fruit 5A100 2805 023 052 35
HRENEHR (36 ¥4 IR kiwi fruit class 5A100 2805 023 052 36
SRENER |37 STYIR latex 5A100 2805 023 052 37
BRER(ER) (38 STYOR ISR latex class 5A100 2805 023 052 38
HEREANERE) (39 FIVFILFITF alternaria 5A100 2805 023 052 39
HEREEANEE |40 FILTFILFIUT H3X alternaria class 5A100 2805 023 052 40
HREANEE |4 HhoTH candida 5A100 2805 023 052 41
BEEBRNEE (92 hod U3X candida class 5A100 2805 023 052 42
ERBINESE |43 ShUR common silver birch 5A100 2805 023 052 43
RREN@EE |4 OFhIN SR common silver birch class 5A100 2805 023 052 44
HREENESE |45 RYES grey alder 5A100 2805 023 052 45
HEREA(EE) |46 NoIF ISR grey alder class 5A100 2805 023 052 46
HEBNER (47 E/% liapanese cypress 5A100 2805 023 052 47
HREBNER) |48 /% O5R liapanese cypress class 5A100 2805 023 052 48
HREAE® |49 P cedar, Japanese 5A100 2805 023 052 49
ERBAEE) |50 A¥ U3R cedar, Japanese class 5A100 2805 023 052 50
BERBAER |51 IEY mugwort 5A100 2805 023 052 51
HREANEH) |52 IEY H5X mugwort class 5A100 2805 023 052 52
ERBAEHE) |53 TEYEEYN ragweed 5A100 2805 023 052 53
HEHANEE) |54 TEOFEEY I5R ragweed class 5A100 2805 023 052 54
FER#MAEE) |55 HEHY cocksfoot 5A100 2805 023 052 55
EREHER) |56 HEHY 95X cocksfoot class 5A100 2805 023 052 56
ERRANEE |57 TFAFIHTY timothy 5A100 2805 023 052 57
EREA(EAE |58 FAPIHTY 93X timothy class 5A100 2805 023 052 58
ERBAER |59 1R dog dander 5A100 2805 023 052 59
HRENER |60 AXBRB U5 dog dander class 5A100 2805 023 052 60
SRBAEE) |61 FaRB cat dander 5A100 2805 023 052 61
SERBAEE |62 FIARB U5 cat dander class 5A100 2805 023 052 62
BEREEANEAR |63 NG RHE AR house dust 1 5A100 2805 023 052 63
EREAEE |64 INIREAM 952 house dust 1 class 5A100 2805 023 052 64
EBB@EE |65 aFeaved= dermatophagoides farinae 5A100 2805 023 052 65
BRBAED |66 SFEavES= 552 dermatophagoides farinae class 5A100 2805 023 052 66
HRBHER |01 INYRE AR house dust 1 5A100 2806 023 025 01
EREAER) |02 NOREAM TR house dust 1 class 5A100 2806 023 025 02
GRBAEE) |03 Yheaves= house dust mite, dermatophagoides 54 104 2506 023 025 03




house dust mite, dermatophagoides

BRBAER |04 Tireaved = ISR pteronyssinus _class 5A100 2806 023 025 04
SHERBAEE) |05 AXTER cedar, Japanese 5A100 2806 023 025 05
SRMAER |06 AXIEY U5 cedar, Japanese class 5A100 2806 023 025 06
HRBANER |07 E/FIEY liapanese cypress 5A100 2806 023 025 07
SERBBNEE) o8 E/FIEY HFR liapanese cypress class 5A100 2806 023 025 08
ERBANEHE |09 N/ (R)EY grey alder spp. 5A100 2806 023 025 09
SERBANER (10 N/ X (R)IEW U5R grey alder spp. class 5A100 2806 023 025 10
wEBHN@EE (1 Fh (R TEH common silver birch 5A100 2806 023 025 11
HREINEE |12 USH (R EMISA common silver birch class 5A100 2806 023 025 12
EREAER 13 HEHVIER cocksfoot 5A100 2806 023 025 13
ERBANEE 14 HEAY ERITA cocksfoot class 5A100 2806 023 025 14
BREAEA) (15 TEOYIER ragweed 5A100 2806 023 025 15
BREAEE |16 TRIGIEY US5X ragweed class SA100 2806 023 025 16
ERBMAES | FEFIEH mugwort 5A100 2806 023 025 17
FERMAER |18 FEX EPISR mugwort class 5A100 2806 023 025 18
HREANEE |19 FILTFILFIT alternaria 5A100 2806 023 025 19
SEREINER |20 FILTFNFUF 95X alternaria class 5A100 2806 023 025 20
BEREAER |2 FARLFILRA aspergillus 5A100 2806 023 025 21
HRENER) |22 FARLFILR 52X aspergillus class 5A100 2806 023 025 22
EREBA(ER |23 hooH candida 5A100 2806 023 025 23
FRBHNER |24 HUSH HSR candida class 5A100 2806 023 025 24
FERBINEH |25 T5EFT7 (R) malassezia spp. 5A100 2806 023 025 25
ERMAER) |26 TSEFT(R) US5A malassezia spp. class 5A100 2806 023 025 26
BRBEN@ER |27 FaRB cat dander 5A100 2806 023 025 27
fERMAER |28 FaEB U5A . |cat dander class 5A100 2806 023 025 28
BREN@EE )29 IR B dog dander 5A100 2806 023 025 29
FERMAESE) |30 AXER/ ISX dog dander class 5A100 2806 023 025 30
HREREAE |3 =) cockroach 5A100 2806 023 025 31
FRBAESE |32 d%7) 5% cockroach class 5A100 2806 023 025 32
ERHANESR (33 haaH moth, bombyx mori 5A100 2806 023 025 33
ERBAEH |24 hqaH ISR moth, hombyx mori class 5A100 2806 023 025 34
HRBANEHE) |35 B[ milk 5A100 2806 023 025 35
ERWMAEE) |36 VY USR milk class 5A100 2806 023 025 36
WERBIER |37 =) egg white 5A100 2806 023 025 37
ERBA(ER) |38 BmE I35X egg white class 5A100 2806 023 025 38
FERBANEE (39 FRLIAE ovomucoid 5A100 2806 023 025 39
SERBAINEE |40 ARLIAR HTX ovomucoid class 5A100 2806 023 025 40
HREAEE) |4 * |rice 5A100 2806 023 025 41
HRBAER |42 X ISR rice class 5A100 2806 023 025 42
FERBNER) |43 INE wheat 5A100 2806 023 025 43
ERERNEE |4 INE UFR wheat class 5A100 2806 023 025 44
ERBAESE (4 P2A |bucknheat 5A100 2806 023 025 45
ERBAEE) |46 ViIN J5R buckwheat class 5A100 2806 023 025 46
HRBEAER |47 X8 soy bean 5A100 2806 023 025 47
ERER(EA) |48 XE I5R soy bean class 5A100 2806 023 025 48
ERBAN(EE) |49 | peanut 5A100 2806 023 025 49
HRBAESE) |50 E—FvY 3R peanut class 5A100 2806 023 025 50
ERBANEH |5 =1 apple 5A100 2806 023 025 51
fERBANEE) |52 yod 93R

apple class

5A100 2806 023 025 52

iR 201442 8 (B Fipa-+
%\é o)o. BAIa-12805) DEFER




[erma@s

TGN)

3M817 0000 019 210 52

3M817 0000 019 210 53

53 oA Kiwi fruit 5A100 2806 023 025 53
HRBAER) |54 Fo94 H3R kiwi fruit class 5A100 2806 023 025 54
HRBAER) |55 =g 5A100 2806 023 025 55
sesame seed
HREANES) |56 g% 952 5A100 2806 023 025 56
seed class
BRENER |57 L35 beef 5A100 2806 023 025 57
HRBAINEH |58 £B U7X beef class 5A100 2806 023 025 58
HEREANER |59 #®e chicken 5A100 2806 023 025 59
HREENER |60 HH VTR chicken class 5A100 2806 023 025 60
BERAES |61 IE shrimp 5A100 2806 023 025 61
EREA@EB |62 IE 95 shrimp class 5A100 2806 023 025 62
ERBAESR) |63 h= crab 5A100 2806 023 025 63
EREANER) 64 h= 5K crab class 5A100 2806 023 025 64
ERBANES) |65 H1 chub mackerel 5A100 2806 023 025 65
EREBAESA) |66 IAN 8 chub mackerel class 5A100 2806 023 025 66
EREANESE |67 B salmon 5A100 2806 023 025 67
SRBERER) |68 P SR salmon class 5A100 2806 023 025 68
EREAEE |69 sa tuna 5A100 2806 023 025 69
ERBRINESE |70 58 9352 tuna class 5A100 2806 023 025 70
SERNES N STFYIR latex 5A100 2806 023 025 71
HRENESR |72 STYIR U5 latex class 5A100 2806 023 025 72
P N .
sERHA(EE) |51 1gG1 IgG1 5A050 0000 023 063 51 50 2014462 B (ST
wERIES) |52 1eG2 1262 5A050 0000 023 063 52 | A050) DEHERIAE)
5G121 0000 023 023 00
Foxiix ) 5G121 ARSHI&E anti aminoacyl tRNA synthetase 5G121 0000 023 023 11 5% 20144538
antibody 5G121 0000 023 023 33
S 8C896 YA FAZFRETF AZF gene 8C896 0000 019 865 49 5% : 2014538
5E074 1353 023 117 05
Eal) 1353 L3 5E079 1353 023 162 05 ek 2014438
semi-quantitative 5G175 1353 023 162 05
5C141 0000 023 052 00 )
SR Mac—2 binding protein glycosylation 5C141 0000 023 052 11 5% 20144558
5C141 Mac— 2§ & B BB S S B Hisomer 5C141 0000 023 052 33
Bl 1701 BEAE self testing 3D010 1701 018 262 01 FER: 2014458
) 1702 B ER self collection % 20144658
B 2913 HRT BREBHR HRT Removal food allergy 5A115 2913 019 021 49 Hii& 2014458
(] _ cytoplasmic—anti neutrophil cytoplasmic _
HRERER |51 C-ANCA antibo 5G550 0000 023 161 00 S50 201445 8 (S H-b
o erE—— T———{5G550 0000 023 161 51 5G550) ) BERIFE)
wERBES) |52 P~ANCA '::;g‘;g;”‘a“ i neutrophil eytoplasmic |5a550 0000 023 161 52
ozl 5[050 BIREPNHEIMIRBE PNH type blood cell 51050 0000 019 662 49 8% : 2014568
Faxiiyl 51796 PNHE! R MR R E PNH type erythrocyte 51796 0000 019 662 49 58201456 5
Pogiic] 42323 A SRR T R F-23 fibroblast growth factor 23 47323 0000 023 023 01 154201446 B
S 5G343 BRI RAR—2—8Hilk anti zinc transporter8 antibody 5G343 0000 023 023 01 2k 201446 8
5A100 2500 023 023 0t cn.
=51 2500 Ara h2 Ara h2 5A100 2500 023 023 11 HE%:20144E78
gi:zog 47 B(FEIADRIE
. . . 5A100 2806 023 023 00 a—F#EM0231I=#i—L. View7Llb
Bl —
billass 3 023 View?Lil¥ 5A100 2806 023 023 01 ~72(3 ~ DR FEI-F %0251 M5
M023I~EFY )
PoXis ) 8A067 HEH GFRereat(/MR) eGFRcreat(Childhood) 8A067 0000 023 919 01 3782014488
S 8A068 # 8 GFRoys(/MR) eGFRays(Childhood) 8A068 0000 023 919 01 iR 2014585
S 3B076 BREBMTILHVTHRT7A—  |alkaline phosphatase. placental 38076 0000 041 052 01 BTE%: 2014468 8
ezt 2B495 . [ADAMTS13 ADAMTS13 2B495 0000 022 023 31 $756:2014598
S 2B496 ADAMTS13( > EES— ADAMTS13 inhibitor 2B496 0000 022 311 01 Fa%: 2014498
3B346 0000 023 920 14
oxix] 3B346 ABCH ¥ ABC classification(ABC method) 3B346 0000 023 920 00 $78%:2014498
3B346 0000 023 920 51~56
38347 0000 023 920 14
boxiz 3B347 ABCD#H ABCD classification(ABCD method) 3B347 0000 023 920 00 #5%:20144E98
3B347 0000 023 920 51 ~56
N . 3M817 0000 019 210 00
S ave7  (STATTEVRIVAFEG gy ioguanine nucleotide(6-TGN) 3M817.0000 019 21051 |ugen p51pseq




o

5C205 704} B (1~40) B amyloid(1-40) 5C205 0000 041 023 01 ik 20144598
bopiicyl 50206 T4 B (1-42) B amyloid(1-42) 5C206 0000 041 023 01 % 2014459 B
5E059 0000 023 162 00
5E059 0000 023 162 51
VoLiie ] 5E059 NI FTHREGR DS EREHK) |bartonella antibody 5E059 0000 023 162 52 8% 2014459 8
5E059 0000 023 162 53
5E059 0000 023 162 54
5E130 0000 023 162 00
5E130 0000 023 162 51
Fegiityl 5E130 QER Q fever antibody 5E130 0000 023 162 52 $7E%: 2014460 B
5E130 0000 023 162 53
SE130 0000 023 162 54
oYty 68640 HREE (ULRRS - AL ES) E:z:’:a;"'d detestion(Bartonella 68640 0000 019 862 11 $iEk 2014508
45 6B641 fﬁﬁﬁ]%(:ﬁyl7-/\—*‘y nucleic:. acid detection(Coxiella 6B641 0000 019 862 11 #iig: 2014259 5
1) burneti)
5F362 1450 023 848 00
5F362 1450 023 848 51
5F362 1450 023 848 52
e . 5F362 1450 023 848 53 .
S 5F362 HCHAILA-NS3 hepatitis C virus, NS3 region 5F362 1450 023 848 54 FE%:20144E98
5F362 1450 023 848 55
5F362 1450 023 848 56
5F362 1450 023 848 57
5F363 1450 023 848 00 .
5F363 1450 023 848 51
baxiic) 5F363 HCH4 M A-NS5A hepatitis C virus, NS5A region 5F363 1450 023 848 52 %75k : 20144598
5F363 1450 023 848 53
5F363 1450 023 848 54
5F364 1450 023 951 00
S 5F364 HCY{LA-NS3/NS5A hepatitis C virus, NS3/NS5A region 5F364 1450 023 951 51~71 |$iEk:20144E9 8
5F364 1450 023 951 81~89
S 5F359 HCH4 L A-NS5A(Y93) hepatitis G virus, NS5A region,Y93 5F359 1450 023 848 14 7582014408
Vi) 8B317 1q211@9B(CKS1B) amp(1421): CKS1B 8B317 0000 019 841 49 8% 20144598
Poxiic} 8C496 EML4~ALK EML4-ALK 8C496 9961 070 866 49 75820144598
ST 8C851 TTRRIEF transthyretin gene 8C851 9951 019 848 49 iRk 2014498
VX i 8C731 RFEFOTYL LEE K IGK gene 8C731 9931 019 851 49 EY: 201449 A
(immunoglobulin kappa light chain gene) '
IGL gene =
s .
L 8G733 RETATV LI (immunoglobulin lamda light chain gene) 8G733 9931 019 851 49 #iEL: 20144708
S 5D594  |ALKRRSER :’r‘:f;?:m lymphoma kinase fusion 5D594 0000 070 666 49 |$E%:20144E0 8
S 8C301 PCDHB protocadherin beta cluster 8C301 9952 070 848 49 $7E%: 20144598
Voriic ) 8G302 miR34b/c micro RNA 34b/c 80302 9952 070 848 49 3820144598
) ) 8C301 9952 D70 848 49 .
Eidl] 9952 DNAAFIE R DNA methylation analysis 80302 9952 070 848 49 $E% 2014459 8
$15%: 2014459 A . IHEMITPCR~
RsEE 898 SSO% sequence~specific oligonucleotide(SSO) SS0j%. r$SSO. PCR-rSSO% ST
2R8I
HIES 3 2% : 2014498, IREWICPCR-
RIEER 951 Invaderi Invader IvaderE B S22
pilhich> 952 Scorpion ARMSi% Scorpion ARMS $E% 20144598
AT 953 PNA LNA PGR-Clampik ;g‘g‘f’& :;“g'“ acid locked nucleio acid £ 201449
gl s BE%: 2014598, HAEMIC
REE 954 Cycleave% Cycleave Cyeloave PORE B A T3
BEE 955 Fragmenti% Fragment analysis 75820145598
Ak 2014498, BEWMICER-
ek 956 Tagman PCRi%E Tagman PCR SRBEETALGESICRDE
Bl )
3A020 000D 023 237 49
3A020 0000 023 237 00
3A020 0000 023 237 51
3A020 0000 023 237 52
BEE 237 b5y -BER KB capillary electrophoresis 3A020 0000 023 237 53 H3k: 20144598
3A020 0000 023 237 55
3A020 0000 023 237 58
3A020 0000 023 237 59
3A020 0000 023 237 60
fERAANEE) |51 ABCH¥E HI%E ABC _classification_judgement 38346 0000 023 920 51
sERMAIER) (52 INERCE =173 helicobacter pylori antibody 3B346 0000 023 920 52 B i
FERER(EE)  [58 RIVIGTY pepsinogen 1 3B346 0000 023 920 53 a8 201449 B (SM4f4a-H
BIER) |54 RIS THF 7 pepsinogen 2 3B346 0000 023 920 54 3B346) DB HERIEHE)
FRBRER) 55 NI /501728 pepsinogen 1/pepsinogen 2 ratio 3B346 0000 023 920 55
BAl(BEE) |56 RIVITHE pepsinogen judgement 3B346 0000 023 920 56
ERAEAN(EE) 51 ABCDS4E HITE ABCD_classification_judgement 3B347 0000 023 920 51
EEER(EE) (52 ARG E—EOURE helicobacter pylori antibody 38347 0000 023 920 52 .
fEREAI(EE) |53 RTLIF pepsinogen 1 3B347 0000 023 920 53 F15%: 201459 B (D4
ERFANER) |54 RIS I522 pepsinogen 2 38347 0000 023 920 54 3B347) DEHERER)




[#EREAI(EE) (55 RTLIF1/20 epsinogen 1/pepsinogen 2 ratio 3B347 0000 023 920 55

SEEBANER) 56 RILIFHE pepsinogen _judgement 38347 0000 023 920 56

#ERFA(EAE) 51 6-TGN 6-thioguanine nucleotide(6~TGN) 3M817 0000 019 210 51 20 .

: 52 5-NMP S-methyimeroaptopurine(6-MMP) 3M817 0000 016 210 52 mﬁ;}o;;;%ﬁ%%}g)%: b
53 6MMP/6TGNEE 6MMP/6TGN _ratio 3M817 0000 019 210 53
1 bartonella_henselae [gG bartonella henselae IgG 5E059 0000 023 162 51
) 2 bartonella_quintana IgG bartonella_quintana IgG 5E059 0000 023 162 52 FEK: 2014 B (BT}
ﬁg@ﬂﬂ(ﬁ) 3 bartonella_henselae IgM bartonella _henselae IgM 5E059 0000 023 162 53 5E059) D BHERIFR

SEREER) 4 lbartonella auintana léM bartonella_guintana IgM SE059 0000 023 162 54

SRR (ER) AR G hase antibody.IgG 5E130 0000 023 162 51 ]

& im;u(:ﬁ) TAEETAE 1gG !ghase I_antibodyIgG 5E130 0000 023 162 52 558 201449 B (S #a-+:

B 5 FHERE M phase 1 _antibody,JgM 5E130 0000 023 162 53 __|5E130) DB H#ERIEE

ﬁgmzmﬁ) 54 THEERE 1M phase I antibody.IgM 5E130 0000 023 162 54

IEREAESR) |5 V36 V36 5F362 1450 023 848 51

ERWANESR) 52 T54 T54 5F362 1450 023 848 52

(& 5 - .

HEREANER) =3 Q80 Q80 5F362 1450 023 84853  |ewen 501 4em0 mispifdnI—b:

ﬁ%@ﬂu(@ﬁ) 54 R155 R155 5F362 1450 023 848 54 SF362)D BEEEIEE

#*%mﬂll( A) |55 A156 A156 5F362 1450 023 848 55 hs

B &) |56 D168 D168 5F362 1450 023 848 56

ﬁ%ﬁsmﬁ) 57 V170 V170 5F362 1450 023 848 57

FEREAI(EH) L31 L3 5F363 1450 023 848 51 ]

ERHA(ERE) 2 Y93 Y 5F363 1450 023848 52 $ER 201449 B (-
Egﬁ NEES) Y93 EpAERS Y93 wild type 5F363 1450 023 848 53 5F363) D BHERIEE
gﬁzu(*ﬁw 4 Y93 ZERE Y93 mutant_type 5F363 1450 023 848 54

EEENER |51 FE type 5F364 1450 023 951 51

ﬁgﬁ%u(g 52 NS3 V36A S3_V36A bF364 1450 023 951 52

SEREAI(ESR) |53 NS3_T54A S3 T54A 5F364 1450 023 951 53

ﬁ%@ﬂﬂ(ﬁ) 4 NS3 T54S S3_T54S 5F364 1450 023 951 54

EEEN(EE) 5 NS3_Q80L NS3 Q8oL 5F364 1450 023 951 55

ERRAESR) 6 NS3_Q80R NS3 Q80R 5F364 1450 023 951 56

SERBII(ES) 7 NS3 R155K. NS3 RI55K F364 1450 023 951 57

ﬁm 58 NS3_Ri55Q NS3_R155Q F364 1450 023 951 58

SEREAESR) |59 NS3 R155T NS3 R155T F364 1450 023 951 59
EREBAESR) |60 S3_A156S NS3_A156S F364 1450 023 951 60

EREA(ER) |6t S3_AI56T NS3_A156T F364 1450 023 951 6

EREBII(ES) |62 S3_A156V NS3_A156V F364 1450 023 951 6

ERBAESR) |63 S3_D168A NS3 D168A F364 1450 023 951 6

HRFINESR) |64 S3_D168E NS3 D168E 5F364 1450 023 951 64

SEBAIESR) [65 S3 D168H NS3_D168H 5F364 1450 023 951 65 ek : 201449 B (P

ERRAESR) (66 NS3_D168T NS3 D168T 5F364 1450 023 951 66 5F364)D S HERIEE

HERER(ERE) |67 NS3 D168V NS3 D168V F364 1450 023 951 67

FEEMBI(ER) |68 NS5A L31F NS5A L31F F364 1450 023 951 68

wﬁ%ﬁ%ﬂ(ﬁ) 69 NS5A L31M NS5A L31M F364 1450 023 951 69

EREANESR) |10 NS5A L3tV NS5A_L31V 5F364 1450 023 951 70
EREBEAR) |1 NS5A_Y93H NS5A Y93H 5F364 1450 023 951 7

#Eﬁﬂﬂ(ﬁ) 81 NS3 V36 NS3 V36 5F364 1450 023 951 8

EERREE |82 NS3 154 NS3_T54 5F364 1450 023 951 82

83 NS3_Q80 NS3_Q80 5F364 1450 023 951 83
84 NS3 R155 NS3_Ri55 F364 1450 023 951 84
85 NS3_A156 NS3_A156 F364 1450 023 951 85
86 NS3 D168 NS3 D168 5F364 1450 023 951 86
87 NS3_ V170 NS3 V170 5F364 1450 023 951 87

¢ 88 NS5A L31 NS5A L31 5F364 1450 023 951 8

% (EH) |89 NS5A Y93 NS5A_ Y9 5F364 1450 023 951 8
uzﬁzﬂ( 54) |59 b1 ATU S E beta 1-globulin fraction AD20 0000 023 237 59 3R 201459 B (AT AT -

gg@sm Ef) |60 b2 0TS Bl beta 2—globulin fraction A020 0000 023 237 60 |3A020) D BHEREE
SERBAEE) 15 |Is S C125 9911 019 875 51 = . i

g BRER |52 BOR-ABL BCR-ABL G125 9911019 875 52 fg%'sﬁ%";é;géﬁ% b

SEREANES) |5 ABL ABL 8C125 9911 019 875 53

Al 7725 IARS L ETE— estrogen receptor % AV IIZOISKQ?HF%:%

s N ﬁl!h# zs:x—r [X201559 AR F

B3] [=] —

E:33)) 7726 winla Sl VS k] progesterone receptor ’Eﬁﬁg! - ;ﬁ’ﬁiﬂﬁg’fgfﬁéﬁ

- [ 1-F1X201559 B B

i - e

Bl 8756 c-erbB/EGFR c-erbB/EGFR 5% ;m: bﬁﬁﬁﬁ%ﬁ%

- I -+ (3201529 F Bl F

E-ig2] - HE - ) i

Bl 8757 c-erbB2/neu(HER2/neu) c~erbB2/neu(HER2/neu) §$ﬁj§ :_iﬁﬁﬁéﬁgmég

: X : A3-1 (3201559 B HIRR P
] - *: e

& 8827 CCR4 c~c chemokine receptord = AL E A 2

ST 3M814 Oy LR sirolimus 3M814 0000 019 210 01 20144118

FEEAI(ER) 1 305HE 30 minutes 22010 0000 019 92051 lsean . po14611 5 (5347403

FI(EH) 2 15 1 hour 27010 0000 018 920 52 22010 DB ERIFE
HANEA) 3 2B5RE 2 hours 27010 0000 018 920 53 =

S 51687 HLA-DP/DQ/DR HLA—DP/DQ/DR 51687 0000 019 662 02 HEk: 201445128

boxiic] 51770 Dual-color CD3+CD19 dual-color GD3+CD19 5[770 0000 019 662 02 $758: 201446128

bakiikd s Duak-color GD4+GD8 dual-color GD4+GD8 SI7710000019 66202 |%ik: 2014412

bk S1772 Dual-color CD2+CD19 dual-color CD2+CD19 51772 0000 019 662 02 Higk: 2014512

#ine S8 |bual-color CD3+CD4 dual-color CD3+CD4 SI7730000 019 66202 |#il ;2014412

S 51774 Dual-color GD3+CD8 dual-color CD3+GDEB 51774 0000 019 662 02 $E: 201445128

4 .

Y 51775 Dual-color £+ A dual~color kappa chaintlambda chain 51775 0000 019 862 02 s : 20145128

C/NS3/NS4 antibodies[HCV .
Eidil 1488 C/NS3/NS4f{R[HCVi{E2nd] antibodies.2nd generation] 5F360 1488 023 053 33 5% 201458128
ey 31060 FSURTT)HFE transferin saturation 31060 0000 023 919 02 $i8%: 201541 B
. L . 4Z150 0000 001 001 00
) 47150 g;@%’;‘;gﬁ FYULEHEZE "}:’:;‘;{;’;Z'iﬁs"‘gfa::;“§2°f 47150 0000 001 001 O1 | &7&%:20154F1 B
P 42150 0000 001 001 29
5F640 1410 015 190 00
S 5F640 BEDANA+TF/I4ILA  |rotavirus&adenovirus 5F640 1410 015 190 51 HER:20154E1 5
5F640 1410 015 190 52
sERBAES) |51 FEEIZS rotavirus 5F640 1410 015 190 51 a%: 201551 8




fERBAER |52 FTIIAINA adenovirus 5F640 1410 015 190 52 iR 201551 5
ogiie 7B100 cD30 cluster of differentiation (CD) 30 78100 0000 070 666 49 EE% 2015428
8C240 9951 070 898 00 =
Poriic ] 8G240 KRAS+NRAS KRAS+NRAS 80240 8951 070 898 51~63 | FIEX120154E3 3
IEREAEE) |51 e judgement 8C240 9951 070 898 51
SERRANER)  [52 KRAS codoni2 KRAS codoni2 8C240 9951 070 898 52
[EEE FGE I KRAS codon13 KRAS codoni3 8C240 9951 070 898 53
SERBANEE) |54 KRAS coden59 KRAS codon59 8C240 9951 070 898 54
ﬁ%gsu(ﬁﬁ) 55 KRAS codon61 KRAS codon61 8C240 9951 070 898 55
faRaAI(ER) |56 KRAS codoni17 KRAS codon117 8G240 9951 070 898 56 -~ e
SRBAER) |57 KRAS codon146 KRAS codon146 8C240 9951 070 898 57 ﬁﬁ&%;ﬁi g%}gﬁ -t
BERBAES) |58 NRAS codonl2 NRAS codoni2 8C240 9951 070 898 58 =
HEEEAER) |59 NRAS codonl3 NRAS codon13 8C240 9951 070 898 59
SEREEAEE) (60 NRAS codon59 NRAS codon59 8C240 9951 070 898 60
SERBAER) |61 NRAS codon61 NRAS codon61 8C240 9951 070 898 61
ERBAEE) 62 NRAS codonii? NRAS codonii7 8C240 9951 070 898 62
SERBAIEAE) |63 NRAS codoni46 NRAS codoni46 8C240 9951 070 898 63
ERBAESR) (53 1gG3 1gG3 5A050 0000 023 063 53 ek : 201553 B (B A+
Lﬁ;m AEH) |54 1G4 2G4 5A050 0000 023 063 54 5A050)D S5 RIAE
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