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Establishment of a scheme for laboratory diagnosis and typing analysis for Clostridium diffiicle infection (CDI) and
application of it to epidemiological study of CDI in hospitalsin Asia

HaruKato (Department of Bacteriology I, National Institute of Infectious Diseases)
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Summary A total of 22 Clostridium difficile recovered from 4 healthcare facilities in Hanoi
were analyzed. Of these, 12 and 10 were A-positive, toxin B-positive, binary toxin-negative,
and toxin A-negative, toxin B-positive, binary toxin-negative, respectively. The most
predominant type was PCR ribotype 017/dpA sequence type 017, and at least one isolate of
this type was found in each of the 4 hospitals examined. Among toxin A-positive, toxin
B-positive, binary toxin-negative isolates, 5 were typed as PCR ribotype 0g39/spA sequence
type 0g39-01, which was reported to be the second predominant type in Hong Kong.

A total of 120 C. difficile isolates collected from 15 different Japanese hospitals in
non-outbreak settings, and 39 isolates from outbresks in two Japanese hospitals were analyzed.
Among these isolates, PCR ribotype smz/ysmz (toxin A-positive, toxin B-positive, binary
toxin-negative) was most frequently identified (39.2%), followed by PCR ribotype trf (toxin
A-negative, toxin B-positive, binary toxin-negative) (15.8%), PCR ribotype 002 (13.3%) and
PCR ribotype 014 (10.8%). Types smz/ysmz and trf concurrently caused outbreaks in both of
the hospitals examined. The PCR ribotypes smz and trf were identified as major types not
only circulating in but also causing outbreaks in Japan.

Dr. Vu Thi Thu Huong (Nationa Institute of Hygiene and Epidemiology, Hanoi) visited
National Institute of Infectious Diseases, Tokyo from 2™ to 6" February 2015, and attended at
atraining course for laboratory tests for C. difficile infection.
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TABLE 1. Typing results of 22 C. difficile isolates recovered from 4 hospitals in Hanoi

No. of isolates from

proT;:gon PCR ribotype SIpAST hospital: };(:)tlegti\s]()(‘;;f
NHG TIH BMH DDH ’

A'B'CDT cr cr-01 1 1(4.5)

001 gr-01 1 1 (4.5)

okz gr-02 1 1(4.5)

cc835 kr-03.1 3 1 4 (18.2)

0g39 0g39-01 1 1 3 5(22.7)

AB'CDT 017 fr-01 1 3 4 1 9 (40.9)

trf fr-01 1 1(4.5)

Total 3 5 12 2 22

A'B'CDT, toxin A toxin B binary toxin ; AB'CDT, toxin A toxin B binary
toxin ; IPA ST, dIpA sequence type; NHG, National Geriatric Hospital; TIH, Tropical Infectious

Hospital; BMH, Bach Mai Hospital; DDH, Pong Pa Hospital.

TABLE 2. Distribution of prevalent PCR ribotypes recovered from 15 hospitals in
non-outbreak settings and 2 hospitals in outbreak settings

No. of isolates (%) in an

No. of isolates (%) recovered outbreak setting at

PCR ribotype from 15 hospitals in non-outbreak
settings hospital A hospital B
smz /ysmz 47 (39.2) 9(42.9) 9 (50.0)
trf 19 (15.8) 6 (28.6) 9(50.0)
002 16 (13.3) 0 0
014 13 (10.8) 5(23.8) 0
0g39 2(1.7) 0 0
cc835 1(8.3) 0 0
001 1(8.3) 0 0
Other types 23 (19.2) 1 (4.8) 0

Total 120 21 18




