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Abstract:

Taiwan CDC and we were analyzed approximately 250 Norovirus infected patient
stool samples from 2012 through 2013. The norovirus GIl was detected 9.5%, the
norovirus Gl1.4 sydney 2012 variant was detected about 70%, the non Sydney variant
norovirus Gll .4 was also detected about 20%, and norovirus Gl was only detected 0.5%
of the stool samples. Nine point five % of stool samples were showed norovirus GI,
GI1 mixed infection. The outbreak of GI1.4 sydney 2012 variant in Taiwan was observed
at the same time with Japan. It was detected in Hokkaido in 2011 first, and then this

variant caused an outbreak subsequently in Australia of the Northern Hemisphere, and



it was found to have caused an outbreak in Asian winter in 2012/13 season.

In this year, it was determined to conduct all genomic sequence analysis

of the rotavirus in cooperation with Indian NICED. One hundred and twenty rotavirus

positive specimens were carried in NIID. Now we are analyzing them using a

next-generation sequencer MiSeq.
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